}]];l iprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion en(!oplasmlc golgi [plasma extr‘acellular
sites sites reticulum apparatus membrane region
Q5SWA1 PR15B_HUMAN [Homo Protein 18.379595 NaN S203;S205;S508 (30379171 MEPGTGGSRKRLGPRAGFRFWPPFF [False False 2.482 (2.863 1.453 3.798 2.573 1.09 1.087
sapiens [phosphatase PRRSQAGSSKFPTPLGPENSGNPTL
1 regulatory LSSAQPETRVSYWTKLLSQLLAPLPG
subunit 15B LLQKVLIWSQLFGGMFPTRWLDFAG

IVYSALRALKGREKPAAPTAQKSLSSL
QLDSSDPSVTSPLDWLEEGIHWQYS
PPDLKLELKAKGSALDPAAQAFLLEQ
QLWGVELLPSSLQSRLYSNRELGSS
PSGPLNIQRIDNFSVVSYLLNPSYLD
CFPRLEVSYQNSDGNSEVVGFQTLT
PESSCLREDHCHPQPLSAELIPASW
QGCPPLSTEGLPEIHHLRMKRLEFL
QQANKGQDLPTPDQDNGYHSLEEE
HSLLRMDPKHCRDNPTQFVPAAGDI
PGNTQESTEEKIELLTTEVPLALEEE
SPSEGCPSSEIPMEKEPGEGRISVVD
[YSYLEGDLPISARPACSNKLIDYILGG
IASSDLETSSDPEGEDWDEEAEDDGF
DSDSSLSDSDLEQDPEGLHLWNSF
CSVDPYNPQNFTATIQTAARIVPEEP
SDSEKDLSGKSDLENSSQSGSLPET
PEHSSGEEDDWESSADEAESLKLW
NSFCNSDDPYNPLNFKAPFQTSGEN
EKGCRDSKTPSESIVAISECHTLLSC
KVQLLGSQESECPDSVQRDVLSGGR
HTHVKRKKVTFLEEVTEYYISGDEDR
KGPWEEFARDGCRFQKRIQETEDAI
GYCLTFEHRERMFNRLQGTCFKGL
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