
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnac	sites phosphorylation

sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

plasma
membrane

0

Q5SWP3 NACAD_MOUSE Mus
musculus

NAC-
alpha
domain-
containing
protein	1

46.674982 S1046;S1183;T1200 S998;S1268 22517741;40885482;40021952 MSALPLALRSARRAGARSLGLIGGR
GSADVIYAPPPPSRGAVAVLATPSAL
TDRGTERQGYRQAHVQAMPGEAAG
AELPLPEAGGPGSRTDHSCDAAIATI
LKGDQLEPHGLTPGPSPLALTFLSSK
PGARPQPEGASWDAGPSGAASAWV
DPAEGSPSLVVLPEGLPLRPVPAEGP
LPTTLEPRIVMGEETCQVIASPRAAW
PVLRDREGGHPALHPPPELCSQGDP
PVPSPPPDLESYFTPPSTPTKSTHALL
PDHGPHRDAWDLEAELLDELLDSTP
ASPSGSYITADGDSWASSPSCSLSLL
DPAEGLDFPSDWGLSPSGSVADDLE
PHPAAPPEPPSSESSLSADSSSSWSQ
EGHFFDPNFLANDPMIPAALLPFRG
SLIFQVEAVEVTPLPQEEEEDEEDVA
ATAAAAAPAAATPDGDLAGEGEDDS
TSASFLQSLSDLSIIEGMDEAFAFRD
DTSAASSDSDSASYAGADDDRLYSG
EPHAQPSAQNTEQAYRSRATFPGIES
TPQTSEQEICLTNSQESVAEIAEEILT
LGLESEAMRTPPDQQAAPGPQVEET
PTVTPWVGNKVDLVVEQVSKALPEP
CQEGISTTLGCKPLTAEAIPDLQEGA
SPSLCPVLPEKKEEGQGLPSTLEYVA
VALEGPWKAEGGVTIPQDPLMTLPP
LLQSTVPTSGPESVAVVALEPQQNE
GCVTVLPDVPVVLPPSPQSVDPSSGP
EAMAVATYEFQRAKEGTPGLQDSPV
AASPALQGPDPTSEPEPEVVVTSRSQ
QDEGIVTVPQESPTASSLTLQSSHPT
SDQEREVAATLGPQQAEEGVTIPQV
APVASPSLLQGLESTSDLESVVVGTP
ESQQDEGIATATQDTPVMAPPPLRG
TDSTSDPELIAPDTSQALQREAGHTP
GTKPSVSEAHQELGVASGPRPVPKE
GDAEPPPHSAPPASNQAQQNGSEPG
YKSDSFGAPEESDSTLSTKTSEPTSC
MGEKVAANMSAPKQGACLEAHDGV
KTHSPQREALRSKNKRGRGTKSPGQ
GNGPKSATSQGAVETCRAHSAARSE
VSQPQLRSNEDTSGPRLPVAVSVQA
RLGSCPGSPARATCTLSRVYAEETSR
CAPPFQHLEPMLGLGSAEQPKVTPG
ILNLSPDNSAGDLLTTSQNRFLDPDP
APSTLDRASQSSPGPPDPCLCPPPQK
ASEEEEKPPASRGPMPRAGAQGAAA
ITTSGSTKPPGARQRVSLSPHSTLNP
KVAPTDTKDLACIISSPCQVPPPSGT
QNPSGPREFPALEQKDEDSLEEDAQ
RAPGSGQRWESHGESSSELDEYLAP
PPDAQRTPGSGQRSESHGESSSELG
EQDLSPQKSQCPAQGPAGSNEETIA
KAKQSRSEKKARKAMSKLGLRQIQG
VTRITIQKSKNILFVIAKPDVFKSPAS
DTYVVFGEAKIEDLSQQVHKAAAEK
FKVPSEPSALVPELSPGPRVRPECEE
QEEEDEEVEEAGLEPRDIELVMAQA
NVTRAKAVRALKDNHSDIVNAIMEL
TM

False False 1.302 3.413 2.472 False False False


