}Jl;l iprotKB Entry name |organism full name |oglcnacscore oplcnac phosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enqoplasmlc golgi .
sites reticulum |appar:
Q5T7N2 LITD1_HUMAN Homo LINE-1 27.563222 S648;T756 (S2;T149;S154;S472;S476;S478;S51 (30379171;38253038;32522876;226 |MSDVSTSVQSKFARLAKKKENITYM |None None None |None None None None
sapiens [type 8;S561;S573;S640;S648;S665 61428 KREQLTETDKDIAPVLDLKCKDVSAI
transposase MNKFKVLMEIQDLMFEEMRETLKN
domain- DLKAVLGGKATIPEVKNSENSSSRTE
containing FQQIINLALQKTGMVGKIEGENSKIG
protein 1 DDNENLTFKLEVNELSGKLDNTNEY

NSNDGKKLPQGESRSYEVMGSMEE
' TLCNIDDRDGNRNVHLEFTERESRK
DGEDEFVKEMREERKFQKLKNKEE
IVLKASREEKVLMDEGAVLTLVADLS
SATLDISKQWSNVFNILRENDFEPK
FLCEVKLAFKCDGEIKTFSDLQSLRK
FASQKSSVKELLKDVLPQKEEINQG
GRKYGIQEKRDKTLIDSKHRAGEITS
DGLSFLFLKEVKVAKPEEMKNLETQ
EEEFSELEELDEEASGMEDDEDTSG
LEEEEEEPSGLEEEEEEEASGLEED
EASGLEEEEEQTSEQDSTFQGHTLV
DAKHEVEITSDGMETTFIDSVEDSES
EEEEEGKSSETGKVKTTSLTEKKASR
RQKEIPFSYLVGDSGKKKLVKHQVV
HKTQEEEETAVPTSQGTGTPCLTLC
LASPSKSLEMSHDEHKKHSHTNLSI
STGVTKLKKTEEKKHRTLHTEELTS
KEADLTEETEENLRSSVINSIREIKEE
IGNLKSSHSGVLEIENSVDDLSSRM
DILEERIDSLEDQIEEFSKDTMQMTK
QIISKERQRDIEERSRSCNIRLIGIPE
KESYENRAEDIIKEIIDENFAELKKGS
SLEIVSACRVPSKIDEKRLTPRHILVK
FWNSSDKEKIIRASRERREITYQGTR
IRLTADLSLDTLDARSKWSNVFKVLL
EKGFNPRILYPAKMAFDFRGKTKVF
LSIEEFRDYVLHMPTLRELLGNNIP




