
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q5T7N3 KANK4_HUMAN Homo
sapiens

KN	motif
and
ankyrin
repeat
domain-
containing
protein	4

28.529092 S172 NaN 29485866;38253038 MEKTDAKDQSSQGDEEKDPPKSHP
YSVETPYGFHLDLDFLKYVDDIEKGN
TIKRIPIHRRAKQAKFSTLPRNFSLPD
SGARPPAAPPLQNWSPVVPREASLG
TQEQNQSPPLGNAPQASTSRSEVSY
HRKALLAEATRQLEAAEPEDAELTF
GSGRPQLLRASSMPATLLHSRASEE
PGLSLGPPAPPALPPLQGEGSVCDGT
FEPAEGLAGFHSSSPRASTRIPELVQ
EGAEPPEGVVKVPNHLPLPGPPFSF
QNVLVVLEDKEDEHNAREAEVLFTP
GSPTPSPPPLPSPIPENELLLEEIELN
ISEIPPPPPVEVDMRSIGIRVTEESLG
LARVDPGSISSLKQQVSALEGELSGR
TEELAQVRTALQQQEEEIKAREQRIR
ELEFTVAQLEGQFHQENAKDTQGQ
TDVMVNTDPVHGLLTRESCDKGIEV
NLLGSMESESWGHRGEENGLLWGP
DGHKQGNQSPAERVLLPQLSLPQGP
EQVLTSSVHSFLSTELRIEEAGTEQE
GGPQGGTRGAGGFLWGSDRKTPPA
GREETSSNLPGKEHPGRPPSSPTDA
TIGQYVKKIQELLQEQWNCLEHGYP
ELASAIKQPASKLSSIQSQLLSSLNLL
LSAYSAQAHPPKEPPASSSSPPVEISP
STSLKSIMKKKDYGFRAGGNGTKKN
LQFVGVNGGYETTSSEETSGEDSTP
EDLSDSEAEKKCDGPDHKHVKDAH
LTCEAGQGIPEGTCHAAQESGPGEE
VPHSKAERYKPSEEFLNACRALSQH
LPETGTTTDQLLRQSLNTISQEWFR
VSSRKSSSPAVVASYLHEVQPHSPH
FLKLLVNLADHNGNTALHYSVSHSN
FSIVKLLLETGVCNVDHQNKAGYTA
VMITPLASAETNEDMAVVWKLLREG
NVNIQATQGGQTALMLGVSHDRED
MVQALLSCQADVNLQDHDGSSALM
VACHHGNVDLVRLLLAHPACDSSLT
DKAGRTALSIALKSPTHMEIAGLLRA
HAEQGRSLGL

None None None None None None None None None


