UniprotKB Entry name (organism full name oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion enl?oplasmlc golgi plasma extr.‘acellular
ID sites sites reticulum apparatus membrane [region
Q5T7P8 SYT6_HUMAN [Homo Synaptotagmin- (28.275761 NaN S216 39894887 MSGVWGAGGPRCQEALAVLASLCR (True False 4.641 [2.57 1.003 3.307 False 4.285 0.912

sapiens

6

IARPPPLGLDVETCRSFELQPPERSPS
IAAGAGTSVSLLAVVVIVCGVALVAVF
LFLFWKLCWMPWRNKEASSPSSAN
PPLEALQSPSFRGNMADKLKDPSTL
GFLEAAVKISHTSPDIPAEVQMSVKE
HIMRHTRLQRQTTEPASSTRHTSFK
RHLPRQMHVSSVDYGNELPPAAEQ
PTSIGRIKPELYKQKSVDGEDAKSEA
TKSCGKINFSLRYDYETETLIVRILKA
FDLPAKDFCGSSDPYVKIYLLPDRKC
KLQTRVHRKTLNPTFDENFHFPVPY
EELADRKLHLSVFDFDRFSRHDMIG
EVILDNLFEASDLSRETSIWKDIQYA
TSESVDLGEIMFSLCYLPTAGRLTLT
'VIKCRNLKAMDITGYSDPYVKVSLLC
DGRRLKKKKTTIKKNTLNPVYNEAII
FDIPPENMDQVSLLISVMDYDRVGH
NEIIGVCRVGITAEGLGRDHWNEML
IAYPRKPIAHWHSLVEVKKSFKEGNP
RL




