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UniprotKB Entry name |organism [full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion . ic|golgi plasma ext
ID sites sites reticulum |apparatus membrane rec
Q5TAX3 TUT4_HUMAN [Homo Terminal 15.111423 NaN S104;S134;S156 [30379171;23301498;38665916 MEESKTLKSENHEPKKNVICEESKA |None None None [None [None None None None No:

sapiens

uridylyltransferase
4

'VQVIGNQTLKARNDKSVKEIENSSP
NRNSSKKNKQNDICIEKTEVKSCKV
NAANLPGPKDLGLVLRDQSHCKAKK
FPNSPVKAEKATISQAKSEKATSLQA
KAEKSPKSPNSVKAEKASSYQMKSE
KVPSSPAEAEKGPSLLLKDMRQKTE
LQQIGKKIPSSFTSVDKVNIEAVGGE
KCALQNSPRSQKQQTCTDNTGDSD
DSASGIEDVSDDLSKMKNDESNKE
NSSEMDYLENATVIDESALTPEQRL
GLKQAEERLERDHIFRLEKRSPEYT
NCRYLCKLCLIHIENIQGAHKHIKEK
RHKKNILEKQEESELRSLPPPSPAHL
AALSVAVIELAKEHGITDDDLRVRQE
IVEEMSKVITTFLPECSLRLYGSSLTR
FALKSSDVNIDIKFPPKMNHPDLLIK
IVLGILKKNVLYVDVESDFHAKVPVVV
CRDRKSGLLCRVSAGNDMACLTTDL
LTALGKIEPVFIPLVLAFRYWAKLCYI
DSQTDGGIPSYCFALMVMFFLQQRK
PPLLPCLLGSWIEGFDPKRMDDFQL
KGIVEEKFVKWECNSSSATEKNSIA
EENKAKADQPKDDTKKTETDNQSN
AMKEKHGKSPLALETPNRVSLGQL
WLELLKFYTLDFALEEYVICVRIQDIL
TRENKNWPKRRIAIEDPFSVKRNVA
RSLNSQLVYEYVVERFRAAYRYFACP
QTKGGNKSTVDFKKREKGKISNKKP
IVKSNNMATNGCILLGETTEKINAER
EQPVQCDEMDCTSQRCIIDNNNLLV
NELDFADHGQDSSSLSTSKSSEIEPK
LDKKQDDLAPSETCLKKELSQCNCI
DLSKSPDPDKSTGTDCRSNLETESS
HQSVCTDTSATSCNCKATEDASDLN
DDDNLPTQELYYVFDKFILTSGKPPT
IVCSICKKDGHSKNDCPEDFRKIDLK
PLPPMTNRFREILDLVCKRCFDELSP
PCSEQHNREQILIGLEKFIQKEYDEK
ARLCLFGSSKNGFGFRDSDLDICMT
LEGHENAEKLNCKEIIENLAKILKRH
PGLRNILPITTAKVPIVKFEHRRSGLE
GDISLYNTLAQHNTRMLATYAAIDPR
VQYLGYTMKVFAKRCDIGDASRGSL
SSYAYILMVLYFLQQRKPPVIPVLQEI
FDGKQIPQRMVDGWNAFFFDKTEE
LKKRLPSLGKNTESLGELWLGLLRF
YTEEFDFKEYVISIRQKKLLTTFEKQ
'WTSKCIAIEDPFDLNHNLGAGVSRK
MTNFIMKAFINGRKLFGTPFYPLIGR
EAEYFFDSRVLTDGELAPNDRCCRV
CGKIGHYMKDCPKRKSLLFRLKKKD
SEEEKEGNEEEKDSRDVLDPRDLH
DTRDFRDPRDLRCFICGDAGHVRRE
CPEVKLARQRNSSVAAAQLVRNLVN
AQQVAGSAQQQGDQSIRTRQSSECS
ESPSYSPQPQPFPQNSSQSAAITQPS
SQPGSQPKLGPPQQGAQPPHQVQM
PLYNFPQSPPAQYSPMHNMGLLPM
HPLQIPAPSWPIHGPVIHSAPGSAPS
NIGLNDPSIIFAQPAARPVAIPNTSHD
GHWPRTVAPNSLVNSGAVGNSEPG
FRGLTPPIPWEHAPRPHFPLVPASW
PYGLHQNFMHQGNARFQPNKPFYT
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