UniprotKB Entry name organism full oglcnacscore o.glcnac phosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma
ID name sites reticulum apparatus membran
Q5TC82 RC3H1_HUMAN [Homo Roquin-|35.521591 S877;S1131 (S462;S531;S535;S863;S1110(30620550;31492838;40307207 MPVQAPQWTDFLSCPICTQTFDETI |False False 2.478 [2.906 |False False 1.672 1.994

sapiens

1

RKPISLGCGHTVCKMCLNKLHRKAC
PFDQTTINTDIELLPVNSALLQLVGA
QVPEQQPITLCSGVEDTKHYEEAKK
CVEELALYLKPLSSARGVGLNSTTQS
'VLSRPMQRKLVTLVHCQLVEEEGRI
RAMRAARSLGERTVTELILQHQNPQ
QLSSNLWAAVRARGCQFLGPAMQE
EALKLVLLALEDGSALSRKVLVLFVV
QRLEPRFPQASKTSIGHVVQLLYRAS
CFKVTKRDEDSSLMQLKEEFRTYEA
LRREHDSQIVQIAMEAGLRIAPDQW
SSLLYGDQSHKSHMQSIIDKLQTPAS
FAQSVQELTIALQRTGDPANLNRLR
PHLELLANIDPSPDAPPPTWEQLEN
GLVAVRTVVHGLVDYIQNHSKKGAD
QQQPPQHSKYKTYMCRDMKQRGGC
PRGASCTFAHSQEELEKFRKMNKRL
VPRRPLSASLGQLNEVGLPSAAILPD
EGAVDLPSRKPPALPNGIVSTGNTVT
QLIPRGTDPSYDSSLKPGKIDHLSSS
IAPGSPPDLLESVPKSISALPVNPHSIP
PRGPADLPPMPVTKPLQMVPRGSQL
YPAQQTDVYYQDPRGAAPPFEPAPY
QQGMYYTPPPQCVSRFVRPPPSAPE
PAPPYLDHYPPYLQERVVNSQYGTQ
PQQYPPIYPSHYDGRRVYPAPSYTRE
EIFRESPIPIEIPPAAVPSYVPESRERY
QQIESYYPVAPHPTQIRPSYLREPPYS
RLPPPPQPHPSLDELHRRRKEIMAQ
LEERKVISPPPFAPSPTLPPTFHPEEF
LDEDLKVAGKYKGNDYSQYSPWSCD
TIGSYIGTKDAKPKDVVAAGSVEMM
NVESKGMRDQRLDLQRRAAETSDD
DLIPFGDRPTVSRFGAISRTSKTIYQG
IAGPMQAMAPQGAPTKSINISDYSPY
GTHGGWGASPYSPHQNIPSQGHFS
ERERISMSEVASHGKPLPSAEREQL
RLELQQLNHQISQQTQLRGLEAVSN
RLVLQREANTLAGQSQPPPPPPPKW
PGMISSEQLSLELHQVEREIGKRTRE
LSMENQCSLDMKSKLNTSKQAENG
QPEPQNKVPAEDLTLTFSDVPNGSA
LTQENISLLSNKTSSLNLSEDPEGGG
DNNDSQRSGVTPSSAP




