GHYDARARVLVCHMTSLLQVPLEEL
DVLEEMFLESLKEIKEEESEMAEAS
RKKKENRRKWKRYLLIGLATVGGGT
VIGVTGGLAAPLVAAGAATIIGSAGAA
ALGSAAGIAIMTSLFGAAGAGLTGYK
MKKRVGAIEEFTFLPLTEGRQLHITI
AVTGWLASGKYRTFSAPWAALAHSR
EQYCLAWEAKYLMELGNALETILSG
LANMVAQEALKYTVLSGIVAALTWP
ASLLSVANVIDNPWGVCLHRSAEVG
KHLAHILLSRQQGRRPVTLIGFSLGA
RVIYFCLQEMAQEKDCQGIIEDVILL
GAPVEGEAKHWEPFRKVVSGRIING
'YCRGDWLLSFVYRTSSVQLRVAGLQ
PVLLQDRRVENVDLTSVVSGHLDYA
KQMDAILKAVGIRTKPGWDEKGLLL
APGCLPSEEPRQAAAAASSGETPHQ
VGQTQGPISGDTSKLAMSTDPSQAQ
VPVGLDQSEGASLPAAASPERPPICS
HGMDPNPLGCPDCACKTQGPSTGL
D

F];I iprotkB Entry name organism [full name oglcnacscore oglcnac p} ylation|py1ypg sequence intracellular |extracellular cytosol nucleus [mitochndrion endoplasmic golgi plasma extracellular
sites sites reticulum apparatus  membrane [region
Q5TGY1 TMCO4_HUMAN [Homo Transmembrane |28.275761 NaN NaN 39894887 MAMWNRPCQRLPQQPLVAEPTAEG |False False 0.562 [1.414 1.035 False 0.728 0.469 0.234
sapiens |and coiled-coil EPHLPTGRELTEANRFAYAAILCGISL
domain- SQLFPEPEHSSFCTEFMAGLVQWLE
containing LSEAVLPTMTAFASGLGGEGADVFV
protein 4 QILLKDPILKDDPTVITQDLLSFSLKD




