UniprotKB Entry name |organism full oglcnacscore o.glcnac (phosphorylation sites PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
ID mnmame sites reticulum apparatus membrane region
Q5TKA1 LIN9_HUMAN |Homo Protein (18.379595 NaN S65;S95;T96;T304;S309;S321 30379171 MAELDQLPDESSSAKALVSLKEGSL (True False 1.559 [4.834 [1.712 1.148 1.291 1.259 1.257
sapiens  [lin-9 SNTWNEKYSSLQKTPVWKGRNTSS
homolog IAVEMPFRNSKRSRLFSDEDDRQINT

RSPKRNQRVAMVPQKFTATMSTPD
KKASQKIGFRLRNLLKLPKAHKWCIY
EWFYSNIDKPLFEGDNDFCVCLKES
FPNLKTRKLTRVEWGKIRRLMGKPR
RCSSAFFEEERSALKQKRQKIRLLQ
QRKVADVSQFKDLPDEIPLPLVIGTK
VTARLRGVHDGLFTGQIDAVDTLNA
TYRVTFDRTGLGTHTIPDYEVLSNEP
HETMPIAAFGQKQRPSRFFMTPPRL
HYTPPLQSPIIDNDPLLGQSPWRSKI
SGSDTETLGGFPVEFLIQVTRLSKIL
MIKKEHIKKLREMNTEAEKLKSYSM
PISIEFQRRYATIVLELEQLNKDLNK
VLHKVQQYCYELAPDQGLQPADQPT
DMRRRCEEEAQEIVRHANSSTGQPC
VENENLTDLISRLTAILLQIKCLAEG
GDLNSFEFKSLTDSLNDIKSTIDASN
ISCFQNNVEIHVAHIQSGLSQMGNL
HAFAANNTNRD




