UniprotKB Entry name organism full oglcnacscore °9 lcnac p‘h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion em:loplasmlc golgi plasma extt"acellular
1D name sites sites reticulum apparatus membrane [region
Q5TYW1 ZN658 HUMAN [Homo Zinc  [18.379595 NaN NaN 30379171 MNMSQASVSFQDVTVEFTREEWQH [None None None [None None None None None None
sapiens [finger LGPVERTLYRDVMLENYSHLISVGY
protein CITKPKVISKLEKGEEPWSLEDEFLN
658 QRYPGYFKVDHIKGIREKQEKPLWQ

EIFISDADKTLSKEGQKVLEKPFNLEI
APELSEKISCKCDSHRMNLPVASQLI
ISERKYSRKKTEYMNVCEKLQLDIK
HEKAHAEEKSYEHGENAKAFSYKKD
QHWKFQTLEESFECDGSGQGLYDK
TICITPQSFLTGEKSCKDDEFRKNFD
KITLFNHMRTDTRGKCSDLNEYGTS
CDKTTAVEYNKVHMAMTHYECNER
GINFSRKSPLTQSQRTITGWSAFESN
KCEENFSQSSAHIVHQKTQAGDKFG
EHNECTDALYQKLDFTAHQRIHTED
KFYLSDEHGKCRKSFYRKAHLIQHQ
RPHSGEKTYQYEECAKSFCSSSHPIQ
HPGTYVGFKLYECNECGKAFCQNS
NLSKHLRIHTKEKPCDNNGCGRSYK
SPLIGHQKTDAEMELCGGSEYGKTS
HLKGHQRILMGEKPYECIECGKTFS
KTSHLRAHQRIHTGEKPYECVECEK
TFSHKTHLSVHQRVHTGEKPYECN
DCGKSFTYNSALRAHQRIHTGEKPY
ECSDCEKTFAHNSALRAHHRIHTGE
KPYECNECGRSFAHISVLKAHQRIH
TGEKPYECNECGRSFTYNSALRAHQ
RIHTGRKPYECSDCEKTFAHNSALKI
HQRIHTGEKPYECNECEKTFAHNSA
LRAHQNIHTGEKLYECSECGKTFFQ
KTRLSTHRRIHTGEKPYECSKCGKTF
SQKSYLSGHERIHTGEKPYECNVCG
KTFVYKAALIVHQRIHTGEKPYECNQ
CGKTFSQRTHLCAHQRIHTGEKPYE
CNECGKTFADNSALRAHHRIHTGEK
PYECNDCGKTFSKTSHLRAHLRTRS
GEKPYECSECGKTFSEKSYVSAHQR
VHTGEKPYECNVCGKPFAHNSTLRV
HQRIHTGEKSYECNDCGKTFSQKSH
LSAHQRIHTGEKPYECNECGKAFAQ
NSTLRVHQRIHTGEKPYECDECGKT
FVRKAALRVHHTRMHTREKTLACN
GFGKS




