UniprotKB Entry name organism [full name [oglcnacscore oglcnac p'h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion en('ioplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
Q5TYW?2 A20A1_HUMAN [Homo Ankyrin 19.994096 NaN NaN 37217939 [IMKLFGFGSRRGQTAQGSIDHVYTGS |None None None |None None None None None None
sapiens repeat GYRIRDSELQKIHRAAVKGDAAEVER

domain- CLARRSGDLDALDKQHRTALHLACT

containing SGHVQVVTLLVNRKCQIDVCDKENR

protein TPLIQAVHCQEEACAVILLEHGANP

20A1 NLKDIYGNTALHYAVYSESTSLAEKL

LSHGAHIEALDKDNNTPLLFAIICKK
EKMVEFLLKKKASSHAVDRLRRSAL
MLAVYYDSPGIVNILLKQNIDVFAQD
MCGRDAEDYAISHHLTKIQQQILEH
KKKILKKEKSDVGSSDESAVSIFHEL
RVDSLPASDDKDLNVATKQCVPEKV
SEPLPGSSHEKGNRIVNGQGEGPPA
KHPSLKPSTEVEDPAVKGAVQRKNV
QTLRAEQALPVASEEEQERHERSEK
KQPQVKEGNNTNKSEKIQLSENICD
STSSAAAGRLTQQRKIGKTYPQQFPK
KLKEEHDRCTLKQENEEKTNVNML
'YKKNREELERKEKQYKKEVEAKQLE
PTVQSLEMKSKTARNTPNWDFHNH
EEMKGLMDENCILKADIAILRQEICT
MKNDNLEKENKYLKDIKIVKETNAA
LEKYIKLNEEMITETAFRYQQELNDL
KAENTRLNAELLKEKESKKRLEADIE
SYQSRLAAAISKHSESVKTERNLKLA
LERTRDVSVQVEMSSAISKVKAENE
FLTEQLSETQIKFNALKDKFRKTRDS
LRKKSLALETVQNDLSQTQQQTQE
MKEMYQNAEAKVNNSTGKWNCVE
ERICHLQRENAWLVQQLDDVHQKE
DHKEIVTNIQRGFIESGKKDLVLEEK
SKKLMNECDHLKESLFQYEREKTEG
VVSIKEDKYFQTSRKTI




