UniprotKB

full

Entry name organism oglcnacscore oglcnac phosphorylation sites PMIDS |sequence intracellular [extracellular cytosol nucleus jmitochndrion en('loplasmlc golgi plasma extr.‘acellular
1D name sites reticulum apparatus membrane region
Q5U3K5 RABL6_MOUSE Mus Rab-  [24.474581 NaN S414;S436;S438;5480;5482;5483;S |33300544 MFSALKKLVGSEQAPGRDKNIPAGL (True False 3.779 [4.563 |0.594 0.618 0.438 0.674 0.656

musculus |like 502;S575;S594;T597;S637;S638;S6 QSMNQALQRRFAKGVQYNMKIVIR
protein 44 GDRNTGKTALWHRLQGKKFVEEYIP
6 TQEIQVTSIHWNYKTTDDVVKVEVW

DVVDKGKCKKRGDGLKTENDPQEA
ESELALDAEFLDVYKNCNGVVMMF
DITKQWTFNYVLRELPKVPTHVPVC
VLGNYRDMGEHRVILPDDVRDFIEH
LDRPPGSSYFRYAESSMKNSFGLKY
LHKFFNIPFLQLQRETLLRQLETNQL
DIDATLEELSVQQETEDQNYSIFLEM
MEARSRGHASPLAANGQSPSSGSQS
PVVPPSAVSTGSSSPSTPQPAPQLSL
GVSSTCPSAPSPVPSLEAMPSSVHSS
APAPTPAPAPAPAQRRSIISRLFGTSP
AAEVTPSPPEPAPALEAPARVQNVED
FVPEDGLDRSFLEDTSVPKDKKVGA
KGPQQDSDSDDGEALGGNPMVAGF
QDDVDIEDQTHGKSLLPSDPMPSKN
ISLSSEEEAEGLAGHPRVAPQQCSEP
ETKWSSTKVSHPQKKRAPTRGTPPW
SDGLTTDDSERPQEGKDKQVSSESD
PEGPIAAQMLSFVMDDPDFESDESD
TQRRMGRFPVREDLSDVTDEDTGPA
QPPPPSKLPGAFRLKNDSDLFGLGL
EEMGPKESSDEDRDSKLPSKEKKKK

KKKSKEEEEKTTKKKSKHKKSKDKE
EGKEDRKKKRKPPRSKEQKAADELE
AFLGGGAPGSRHPGGGDYEEL




