UniprotkB Entry name organism [full name oglcnacscore o_glcnac p.h osphorylation PMIDS [sequence intracellular extracellular |cytosol nucleus mitochndrion enc}oplasmlc golgi plasma extl"acellular
ID sites sites reticulum apparatus membrane [region
Q5U3T6 Q5U3T6_DANRE |Danio Mitochondrial-[26.412228 NaN NaN 40044042 MAAHMSRLRGWSRAQRYGIAVCRQ [NaN NaN NaN NaN NaN NaN NaN NaN None

rerio

processing
peptidase
subunit alpha

'YSSGSSYPNVSLSTPLPGIPKPVFASV
DGHEKYETKITTLENGLKIASQNKFG
QFCTVGILVNSGSRHEAKYPSGIAHF
LEKLSFSSTAQFGSKGEILLTLEKHG
GICDCQTSRDTTMYAVSAEVKGLDT
VVHLLSDAVLQPRLLDEEIEMARMA
VRFELEDLNMRPDPEPLLTEMIHAA
AYRGNTVGLPRFSPADNVEKIDKKL
LHKYLQSYYCPERMVLAGVGIEHEQ
LVQCARKYLLNVQPVWGESKPANV
DRSVAQYTGGIVKMVKDMSDVSLGP
TPIPELTHIMIGLESCSFLEEDFIPFA
IVLNMMMGGGGSFSAGGPGKGMFT
RLYLNVLNRHHWMYNATSYHHSYE
DSGLLCIHASADPRQVREMVEIITRE
FIQMTGTAGEMELERAKTQLKSML
MMNLESRPVIFEDVGRQVLATGKRK
LPHELCELISTVTASDIKRVTMKMLR
SKPAVAALGDLTELPSYEDIQAALSS
KDGRLPRIYRLFR




