UniprotKB Entry name organism full oglcnacscore |oglcnac sites p.h osphorylation PMIDS |[sequence intracellular extracellular |cytosol [nucleus mitochndrion en(!oplasmlc golgi plasma extx:acellular
ID name sites reticulum apparatus membrane [region
Q5U4E0 LHPL4 MOUSE Mus LHFPL [36.83566 T219;S222;S223;T244 [NaN 40885482 MLPSQEASKLYHEHYMRNSRAIGVL [False True False [0.709 |False 0.761 0.658 5.0 0.851
musculus [tetraspan WAIFTICFAIINVVVFIQPYWVGDSVS
subfamily TPKPGYFGLFHYCVGSGLAGRELTC
member RGSFTDFSTIPSSAFKAAAFFVLLSM
4 protein IVLILGCITCFALFFFCNTATVYKICAW

MQLLAALCLVLGCMIFPDGWDAETI
RDMCGAKTGKYSLGDCSVRWAYILA
IIGILNALILSFLAFVLGNRQTDLLQE
ELKQENKDFVGTTVSSVLRPGGDVS
GWGVLPCPVAHTQGP




