UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion enqoplasmlc golgi plasma extr.acellular
ID name sites sites reticulum apparatus membrane |region
Q5VT79 IAXA81 _HUMAN [Homo Annexin|28.209084 NaN NaN 28510447;39894887 MAWWKAWIEQEGVTVKSSSHFNPD |False False 2.853 |1.297  |False False False 3.0 False
sapiens |A8-like PDAETLYKAMKGIGTNEQAIIDVLTK
protein RSNTQRQQIAKSFKAQFGKDLTETL
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KSELSGKFERLIVALMYPPYRYEAKE
LHDAMKGLGTKEGVIIEILASRTKNQ
LREIMKAYEEDYGSSLEEDIQADTSG
YLERILVCLLQGSRDDVSSFVDPALA
LQDAQDLYAAGEKIRGTDEMKFITIL
CTRSATHLLRVFEEYEKIANKSIEDSI
KSETHGSLEEAMLTVVKCTQNLHSY
FAERLYYAMKGAGTRDGTLIRNIVSR
SEIDLNLIKCHFKKMYGKTLSSMIM
EDTSGDYKNALLSLVGSDP




