UniprotKB Entry name organism [full name loglcnacscore oglcnac phosphorylation sites PMIDS |[sequence intracellular extracellular|cytosol nucleus mitochndrion en@oplasmlc golgi plasma extn:acelh
ID sites reticulum |apparatus membrane region
Q5VV]2 MYSM1_HUMAN Homo Deubiquitinase [18.379595 NaN S110;S218;T236;5242;S267;S340(30379171 MAAEEADVDIEGDVVAAAGAQPGSG (True False 2.266 |5.0 1.328 1.108 0.797 1.182 1.045

sapiens

MYSM1

ENTASVLQKDHYLDSSWRTENGLIP
WTLDNTISEENRAVIEKMLLEEEYYL
SKKSQPEKVWLDQKEDDKKYMKSL
QKTAKIMVHSPTKPASYSVKWTIEEK
ELFEQGLAKFGRRWTKISKLIGSRTV
LQVKSYARQYFKNKVKCGLDKETPN
QKTGHNLQVKNEDKGTKAWTPSCL
RGRADPNLNAVKIEKLSDDEEVDIT
DEVDELSSQTPQKNSSSDLLLDFPN
SKMHETNQGEFITSDSQEALFSKSS
RGCLQNEKQDETLSSSEITLWTEKQ
SNGDKKSIELNDQKFNELIKNCNKH
DGRGIIVDARQLPSPEPCEIQKNLND
NEMLFHSCQMVEESHEEEELKPPE
QEIEIDRNIIQEEEKQAIPEFFEGRQA
KTPERYLKIRNYILDQWEICKPKYLN
KTSVRPGLKNCGDVNCIGRIHTYLEL
IGAINFGCEQAVYNRPQTVDKVRIRD
RKDAVEAYQLAQRLQSMRTRRRRVR
DPWGNWCDAKDLEGQTFEHLSAEE
LAKRREEEKGRPVKSLKVPRPTKSSF
DPFQLIPCNFFSEEKQEPFQVKVASE
ALLIMDLHAHVSMAEVIGLLGGRYS
EVDKVVEVCAAEPCNSLSTGLQCEM
DPVSQTQASETLAVRGFSVIGWYHS
HPAFDPNPSLRDIDTQAKYQSYFSR
GGAKFIGMIVSPYNRNNPLPYSQITC
LVISEEISPDGSYRLPYKFEVQQMLE
EPQWGLVFEKTRWIIEKYRLSHSSVP
MDKIFRRDSDLTCLQKLLECMRKTL
SKVTNCFMAEEFLTEIENLFLSNYK
SNQENGVTEENCTKELLM




