}J];1 iprotkB Entry name organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion em?oplasmm golgi extl"acellular
sites sites reticulum apparatus membrane region
Q5VWI1 TCRGL_HUMAN Homo Transcription [22.903221 S250;5260 [NaN 38253038 MQAGARFQRRRRQLQQQQPRRRQP |None None None |None None None None None None
sapiens |elongation LLWPMDAEPPPPPPWVWMVPGSAG
regulator 1- LLRLSAGVVVPPVLLASAPPPAAPLL
like protein PGLPGWPAPSEPVLPLLPLPSAPDSA

IAAAAAHPFPALHGQWLFGGHSPSL
GLPPSSTVELVPVFPHLCPSALATPIG
KSWIDKRIPNCKIFFNNSFALDSTWI
HPEESRFFHGHEKPRLLANQVAVSL
SRPAPASRPLPTVVLAPQPIPGGCHN
SLKVTSSPAIAIATAAAAAMVSVDPE
NLRGPSPSSVQPRHFLTLAPIKIPLRT
SPVSDTRTERGRVARPPALMLRAQK
SRDGDKEDKEPPPMLGGGEDSTAR
GNRPVASTPVPGSPWCVVWTGDDR
VFFFNPTMHLSVWEKPMDLKDRGD
LNRIIEDPPHKRKLEAPATDNSDGSS
SEDNREDQDVKTKRNRTEGCGSPK
PEEAKREDKGTRTPPPQILLPLEERV
THFRDMLLERGVSAFSTWEKELHKI
IVFDPRYLLLNSEERKQIFEQFVKTRI
KEEYKEKKSKLLLAKEEFKKLLEESK
IVSPRTTFKEFAEKYGRDQRFRLVQK
RKDQEHFFNQFILILKKRDKENRLR
LRKMR




