UniprotKB Entry name organism full name |oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enc!oplasmlc golgi plasma extr-ac
ID sites sites reticulum |apparatus membrane [region
Q5VWX1 |[KHDR2_HUMAN |Homo KH domain- |25.033749 S54 NaN 40596516;30379171;29485866 MEEEKYLPELMAEKDSLDPSFVHAS [True False 1.875 |4.407 |False False False False False
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signal LGKGSMRDKAKEEELRKSGEAKYA
transduction- HLSDELHVLIEVFAPPGEAYSRMSH
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