sapiens

nucleotidyltransferase
4A

54053

ETSQGVGRGGSGFASYFCLNSPALD
' TAAAAGAAGRGSGGLGPALPAASPP
PPGPTAPAALPPALLTALGPAAEGAR
RLHKSPSLSSSSSSSSSNAESGTESP
GCSSSSSSSASLGRPGGGRGGAFFN
FADGAPSAPGTANGHPGPRGPAPAG
SPSQHQFHPGRRKRENKASTYGLNY
LLSGSRAAALSGGGGPGAQAPRPGT
PWKSRAYSPGIQGLHEEIIDFYNFMS
PCPEEAAMRREVVKRIETVVKDLWP
'TADVQIFGSFSTGLYLPTSDIDLVVF
GKWERPPLQLLEQALRKHNVAEPCS
IKVLDKATVPIIKLTDQETEVKVDISF
NMETGVRAAEFIKNYMKKYSLLPYLI
LVLKQFLLQRDLNEVFTGGISSYSLI
LMAISFLQLHPRIDARRADENLGML
LVEFFELYGRNFNYLKTGIRIKEGGA
YIAKEEIMKAMTSGYRPSMLCIEDPL
LPGNDVGRSSYGAMQVKQVFDYAYI
VLSHAVSPLARSYPNRDAESTLGRII
KVTQEVIDYRRWIKEKWGSKAHPSP
GMDSRIKIKERIATCNGEQTQNREP
ESPYGQRLTLSLSSPQLLSSGSSASS
'VSSLSGSDVDSDTPPCTTPSVYQFSL
QAPAPLMAGLPTALPMPSGKPQPTT
SRTLIMTTNNQTRFTIPPPTLGVAPV
PCRQAGVEGTASLKAVHHMSSPAIP
SASPNPLSSPHLYHKQHNGMKLSM
KGSHGHTQGGGYSSVGSGGVRPPV
GNRGHHQYNRTGWRRKKHTHTRD
SLPVSLSR

UniprotKB Entry name organism full name oglcnacscore o_glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion en(!oplasmlc golgi plast
ID sites sites reticulum apparatus mem
Q5XG87 PAPD7_HUMAN |Homo Terminal 33.061795 T649 NaN 28657654;39531497;40307207;352 |MDPRVAWIQPEQKGPANALWMQIW True False 1.453 |5.0 False False 4.313 False




