ATAIGDQRTATKWIAMIPHRNETPS
GDSQTLVIPSNPCLMKRKKSPCLREI
EKLQKQREKRRRLQLEIRARRALDIN
TGNPNFETMRMIEEYRRHLDSSKM
SRLEPPEDHRICVCVRKRPLNERETT
MKDLDIITIPSHNVVMVHESKQKVD
LTRYLENQTFCFDHAFDDTASNELV
YQFTARPLVESIFRKGMATCFAYGQT
GSGKTHTMGGAFSGKAQECSKGIYA
LVAQDVFLLLRTPAYEKLELKVYGTF
FEIYGGKVYDLLNWKKKLQVLEDGN
QQIQVVGLQEQEVGCVEEVLNLVEL
GNSCRTSGQTSVNAHSSRSHAVFQL
ILKCGGKLHGKFSLVDLAGNERGAD
TAKATRKRQLEGAEINKSLLALKECI
RALGKNKSHTPFRASKLTQVLRDSFI
GQNSYTCMIATISPGMTSCENTLNT
LRYANRVKELALEARPYPPTDHEMP
LTLENGNTNSEKSLQKDDIIQIPTVQ
KEEEKESDELTSTKEPAASWSRSGP
'WWEAIQETAEGVNCDVDFCIAQSLS
ILEQKIGVLTEIQKKLQLLRDDLQKK

SQAE

UniprotKB Entry organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion enc}oplasmlc golgi plasma extr‘acellular
ID name name sites sites reticulum apparatus membrane [region
Q5XI51 KIF2B_RAT [Rattus Kinesin-|23.439218 NaN T125;S204 38843836 MASQFCLPLAPRLSPLKPLKSHFTD |(False False 2.866 [1.699 1.031 False 0.704 False False
norvegicus |like FQVGICVAIQRSDKRIHLAVVTEINR
protein ENSWVTVEWVEKGVKKGKKIELETV
KIF2B LLLNPALASTEHQRSRRPLRPVSVIP




