UniprotKB Entry organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular|cytosol nucleus mitochndrion em.ioplasmlc golgi plasnia eXtr.‘

ID name sites sites reticulum pparatus ane [regi

Q5X178 ODO1_RAT |Rattus 2-oxoglutarate (41.28885 S674 S100 18683930;26446791;27213235;345 MFHLRTCAAKLRPLTASQTVKTFSQ [None None None |None None None None None Non«
norvegicus |dehydrogenase 02162 NKPAAIRTFQQIRCYSAPVAAEPFLS

complex
component E1

GTSSNYVEEMYCAWLENPKSVHKS
'WDIFFRNTNAGAPPGTAYQSPLSLS
RSSLATMAHAQSLVEAQPNVDKLVE
DHLAVQSLIRAYQIRGHHVAQLDPL
GILDADLDSSVPADIISSTDKLGFYGL
HESDLDKVFHLPTTTFIGGQEPALPL
REITRRLEMAYCQHIGVEFMFINDLE
QCQWIRQKFETPGIMQFTNEEKRTL
LARLVRSTRFEEFLQRKWSSEKRFG
LEGCEVLIPALKTIIDMSSANGVDYVI
MGMPHRGRLNVLANVIRKELEQIFC
QFDSKLEAADEGSGDMKYHLGMYH
RRINRVTDRNITLSLVANPSHLEAAD
PVVMGKTKAEQFYCGDTEGKKVMSI
LLHGDAAFAGQGIVYETFHLSDLPSY
TTHGTVHVVVNNQIGFTTDPRMARS
SPYPTDVARVVNAPIFHVNSDDPEA
[VMYVCKVAAEWRNTFHKDVVVDLV
CYRRNGHNEMDEPMFTQPLMYKQI
RKQKPVLQKYAELLVSQGVVNQPEY
EEEISKYDKICEEAFTRSKDEKILHIK
HWLDSPWPGFFTLDGQPRSMTCPS
TGLEEDILTHIGNVASSVPVENFTIH
GGLSRILKTRRELVTNRTVDWALAE
YMAFGSLLKEGIHVRLSGQDVERGT
FSHRHHVLHDQNVDKRTCIPMNHL
'WPNQAPYTVCNSSLSEYGVLGFELG
FAMASPNALVLWEAQFGDFNNMA
QCIIDQFICPGQAKWVRQNGIVLLLP
HGMEGMGPEHSSARPERFLQMCN
DDPDVLPNLQEENFDISQLYDCNWI
VVNCSTPGNFFHVLRRQILLPFRKPL
IVFTPKSLLRHPEARTSFDEMLPGTH
FQRVIPEDGPAAQNPDKVKRLLECT
GKVYYDLTRERKARDMAEEVAITRIE
QLSPFPFDLLLKEAQKYPNAELAWC
QEEHKNQGYYDYVKPRLRTTIDRAK
PVWYAGRDPAAAPATGNKKTHLTEL

QRFLDTAFDLDAFKKFS




