UniprotKB Entry organism full oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular extracellular |cytosol |nucleus mitochndrion enqoplasmlc golgi plasma extl:acellular
ID name name sites sites reticulum apparatus membrane region
Q5XIM9 TCPB_RAT [Rattus T- 28.175057 NaN S3;560;S260;T261 |18683930 MASLSLAPVNIFKAGADEERAETAR |True False 4.724 |1.967 1.43 1.287 0.799 1.282 1.367
norvegicus |complex LSSFIGAIAIGDLVKSTLGPKGMDKIL

protein LSSGRDASLMVTNDGATILKNIGVD

1 NPAAKVLVDMSRVQDDEVGDGTTS

subunit VTVLAAELLREAESLIAKKIHPQTIIA

beta GWREATKAAREALLSSAVDHGSDEV

KFWQDLMNIAGTTLSSKLLTHHKD
HFTKLAVEAVLRLKGSGNLEAIHVIK
KLGGSLADSYLDEGFLLDKKIGVNQ
PKRIENAKILIANTGMDTDKIKIFGSR
'VRVDSTAKVAEIEHAEKEKMKEKVE
RILKHGINCFINRQLIYNYPEQLFGA
AGVMAIEHADFAGVERLALVTGGEI
ASTFDHPELVKLGSCKLIEEVMIGED
KLIHFSGVALGEACTIVLRGATQQIL
DEAERSLHDALCVLAQTVKDPRTVY
GGGCSEMLMAHAVTMLASRTPGKE
AVAMESFAKALRMLPTIIADNAGYD
SADLVAQLRAAHSEGRITAGLDMKE
GSIGDMAVLGITESFQVKRQVLLSAA
EAAEVILRVDNIIKAAPRKRVPDHHP
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