endoplasmic [golgi pl extracellular

UniprotkB Entry name organism [full name oglcnacscore o_glcnac p.h osphorylation PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion N .
ID sites sites reticulum apparatus membrane region
Q5XJS8 Q5XJS8_DANRE |Danio 3-hydroxyacyl- [26.412228 NaN NaN 40044042 MANIRSVKGMVGLVTGGASGLGRAT |[NaN NaN NaN [NaN NaN NaN NaN NaN None
rerio CoA VERLIKHGASAVILDLPSSDGHKVAA
dehydrogenase ALGDRCAFAPTDVTSESDVRSALDL
type-2 AKEKYGKVDLAVNCAGIAVAVKTYN

FKKDLPHSLEDFTRVITVNIAGTFNV
IRLAVGEMGKNEPDADGHRGCIVNT
ASVAAYDGQVGQAAYSASKGGIVGM
TLPIARDLAPMGIRVVTIAPGLFATPL
LAGLPEKVQSFLARQVPFPSRLGDPA
EFAHLVTSIAENPMINGEVIRLDGAI
RMQP




