UniprotKB Entry name |organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi ¥ extl:acellular
ID name sites sites reticulum apparatus membrane region
Q5XJY5 COPD_MOUSE [Mus Coatomer|21.529085 NaN S223;5244;S493 |37453647;37507081 [MVLLAAAVCTKAGKAIVSRQFVEMT |False True 3.28 1.484  |2.127 5.0 5.0 1.28 1.039
musculus [subunit RTRIEGLLAAFPKLMNTGKQHTFVE
delta

TESVRYVYQPMEKLYMVLITTKNSNI
LEDLETLRLFSRVIPEYCRALEENEIS
EHCFDLIFAFDEIVALGYRENVNLAQ
IRTFTEMDSHEEKVFRAVRETQERE
AKAEMRRKAKELQQARRDAERQGK
KAPGFGGFGSSAVSGGSTAAMITETI
IETDKPKVAPAPARPSGPSKALKLGA
KGKEVDNFVDKLKSEGETIMSSNM
GKRTSEATKVHAPPINMESVHMKIE
EKITLTCGRDGGLQNMELHGMIML
RISDDKFGRIRLHVENEDKKGVQLQ
THPNVDKKLFTAESLIGLKNPEKSFP
'VNSDVGVLKWRLQTTEESFIPLTINC
'WPSESGNGCDVNIEYELQEDNLEL
NDVVITIPLPSGVGAPVIGEIDGEYRH
DSRRNTLEWCLPVIDAKNKSGSLEF
SIPGQPNDFFPVQVSFISKKNYCNIQ
VIKVTQVDGNSPVRFSTETTFLVDK
YEIL




