}Jl;l iprotKB Entry name organism full loglcnacscore |oglcnac sites p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(.ioplasmlc g
name sites reticulum |a
Q5XPI4 RN123_HUMAN [Homo E3 27.64356 S119;T470;S610;T805;T1123;S1166 |S675 30379171;40307207;30620550;362 [MASKGAGMSFSRKSYRLTSDAEKSR [True False 4.047 |4.115 |False False F
sapiens  [ubiquitin- ;T1172;S1173;S1185;S1312 40223;38253038;37340703 VTGIVQEKLLNDYLNRIFSSSEHAPP
protein AATSRKPLNFQNLPEHLDQLLQVDN
ligase EEEESQGQVEGRLGPSTVVLDHTGG
RNF123 FEGLLLVDDDLLGVIGHSNFGTIRST

TCVYKGKWLYEVLISSQGLMQIGWC
TISCRENQEEGVGDTHNSYAYDGNR
VRKWNVTTTNYGKAWAAGDIVSCLI
DLDDGTLSFCLNGVSLGTAFENLSR
GLGMAYFPAISLSFKESVAFNFGSRP
LRYPVAGYRPLQDPPSADLVRAQRLL
GCFRAVLSVELDPVEGRLLDKESSK
'WRLRGQPTVLLTLAHIFHHFAPLLR
KVYLVEAVLMSFLLGIVEKGTPTQAQ
SVVHQVLDLLWLFMEDYEVQDCLK
QLMMSLLRLYRFSPIVPDLGLQIHYL
RLTIAILRHEKSRKFLLSNVLFDVLR
SVVFFYIKSPLRVEEAGLQELIPTTW
'WPHCSSREGKESTEMKEETAEERL
RRRAYERGCQRLRKRIEVVEELQVQI
LKLLLDNKDDNGGEASRYIFLTKFR
KFLQENASGRGNMPMLCPPEYMVC
FLHRLISALRYYWDEYKASNPHASF
SEEAYIPPQVFYNGKVDYFDLQRLG
GLLSHLRKTLKDDLASKANIVIDPLE
LQSTAMDDLDEDEEPAPAMAQRPM
QALAVGGPLPLPRPGWLSSPTLGRA
NRFLSTAAVSLMTPRRPLSTSEKVK
VRTLSVEQRTREDIEGSHWNEGLLL
GRPPEEPEQPLTENSLLEVLDGAVM
MYNLSVHQQLGKMVGVSDDVNEYA
MALRDTEDKLRRCPKRRKDILAELT
KSQKVFSEKLDHLSRRLAWVHATVY
SQEKMLDIYWLLRVCLRTIEHGDRT
GSLFAFMPEFYLSVAINSYSALKNYF
GPVHSMEELPGYEETLTRLAAILAKH
FADARIVGTDIRDSLMQALASYVCYP
HSLRAVERIPEEQRIAMVRNLLAPYE
QRPWAQTNWILVRLWRGCGFGYRY
TRLPHLLKTKLEDANLPSLQKPCPST
LLQQHMADLLQQGPDVAPSFLNSVL
NQLNWAFSEFIGMIQEIQQAAERLE
RNFVDSRQLKVCATCFDLSVSLLRV
LEMTITLVPEIFLDWTRPTSEMLLRR
LAQLLNQVLNRVTAERNLFDRVVTL
RLPGLESVDHYPILVAVTGILVQLLV
RGPASEREQATSVLLADPCFQLRSIC
YLLGQPEPPAPGTALPAPDRKRFSLQ
SYADYISADELAQVEQMLAHLTSAS
IAQAAAASLPTSEEDLCPICYAHPISA
VFQPCGHKSCKACINQHLMNNKDC
FECKTTIVSVEDWEKGANTSTTSSAA




