UniprotKB Entry name organism full oglcnacscore o-glcnac iphosphorylation sites PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enc:!oplasmlc golgi [plasma extr_acellula
ID name sites reticulum |apparatus membrane [region
Q5XUX0 FBX31_HUMAN [Homo F-box [24.880841 NaN S33;533;T37;S278;T419;5480(39894887;30379171 MAVCARLCGVGPSRGCRRRQQRRG (True False 4.225 |False 1.916 False False 0.469 False
sapiens only PAETAAADSEPDTDPEEERIEASAGV
protein GGGLCAGPSPPPPRCSLLELPPELLV
31

EIFASLPGTDLPSLAQVCTKFRRILH
TDTIWRRRCREEYGVCENLRKLEIT
GVSCRDVYAKLLHRYRHILGLWQPD
IGPYGGLLNVVVDGLFIIGWMYLPPH
DPHVDDPMRFKPLFRIHLMERKAAT
VECMYGHKGPHHGHIQIVKKDEFST
KCNQTDHHRMSGGRQEEFRTWLR
EEWGRTLEDIFHEHMQELILMKFIY
TSQYDNCLTYRRIYLPPSRPDDLIKP
GLFKGTYGSHGLEIVMLSFHGRRAR
GTKITGDPNIPAGQQTVEIDLRHRIQ
LPDLENQRNFNELSRIVLEVRERVR
QEQQEGGHEAGEGRGRQGPRESQP
SPAQPRAEAPSKGPDGTPGEDGGEP
GDAVAAAEQPAQCGQGQPFVLPVGV
SSRNEDYPRTCRMCFYGTGLIAGHG
FTSPERTPGVFILFDEDRFGFVWLEL
KSFSLYSRVQATFRNADAPSPQAFD
EMLKNIQSLTS




