UniprotKB Entry name organism [full name oglcnacscore o_glcnac phosp ylation sites PMIDS [sequence intracellular extracellular|cytosol nucleus mitochndrion enc!oplasmlc golgi plasma °X
ID sites reticulum apparatus membrane re
Q5Y5T5 ZDHC8 MOUSE Mus Palmitoyltransferase |29.185005 NaN S335;5603;5624;5672;S679;S722;S |22645316 MPRSPGTRLKPAKYIPVATAAALLVG |True False 1.379 |1.153 5.0 1.896 3.836 2.53 1.¢

musculus

ZDHHCS8

740

SSTLFFVFTCPWLTRAVSPAIPVYNG
ILFLFVLANFSMATFMDPGVFPRAD
EDEDKEDDFRAPLYKNVDVRGIQVR
MKWCATCHFYRPPRCSHCSVCDNC
VEDFDHHCPWVNNCIGRRNYRYFF
LFLLSLSAHMVGVVAFGLLYVLNHS
EGLGAAHTTITMAVMCVAGLFFIPVI
GLTGFHVVLVTRGRTTNEQVTGKFR
GGVNPFTRGCYGNVEHVLCSPLAPR
YVVEPPRMPLSVSLKPPFLRPELLER
AVPLKVKLSDNGLKAGRSKSKGSLD
QLDEKPLDLGPPLPPKIEAGTFGRDL
KTPRPGSAESALSVQRTSPPTPAMYK
FRPAFSTGPKTPFCGPNEQVPGPDS
LTLADDSTHSLDFVSEPSLDLPDHG
PGGLRPPYPPSPPLNTTDAFSGALRS
LSLKAASRRGGDHMTLQPLRSEGGP
PTPHRSLFAPHALPNRNGSLSYDSL
LNPGSPSGHACPTHPSVGIASYHSPY
LHPGPSDPPRPPPRSFSPVLGPRPRE
PSPVRYDNLSRTIMASIQERKDREER
ERLLRSQTDSLFGDSGVYDTPSSYSL
QQASVLTEGPRGSVLRYGSRDDLVA
GPGFGGARNPALQTSLSSLSSSMSR
APRTSSSSLQADQANNNAPGPRPGS
GSHRSPARQGLPSPPGTPRSPSYTGS
KAVAFIHTDLPDRQPSLAMQRDHPQ
LKTPPSKLNGQSPGMARLGPAASPM
GPNASPARHTLVKKVSGVGGTTYEIS
v




