
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q60597 ODO1_MOUSE Mus
musculus

2-oxoglutarate
dehydrogenase
complex
component	E1

27.308191 NaN S100 37507081;37453647;36288343;396
27609;39927985

MFHLRTCAAKLRPLTASQTVKTFSQ
NKPAAIRTFQQIRCYSAPVAAEPFLS
GTSSNYVEEMYCAWLENPKSVHKS
WDIFFRNTNAGAPPGTAYQSPLSLS
RSSLATMAHAQSLVEAQPNVDKLVE
DHLAVQSLIRAYQIRGHHVAQLDPL
GILDADLDSSVPADIISSTDKLGFYGL
HESDLDKVFHLPTTTFIGGQEPALPL
REIIRRLEMAYCQHIGVEFMFINDLE
QCQWIRQKFETPGIMQFTNEEKRTL
LARLVRSTRFEEFLQRKWSSEKRFG
LEGCEVLIPALKTIIDMSSANGVDYVI
MGMPHRGRLNVLANVIRKELEQIFC
QFDSKLEAADEGSGDMKYHLGMYH
RRINRVTDRNITLSLVANPSHLEAAD
PVVMGKTKAEQFYCGDTEGKKVMSI
LLHGDAAFAGQGIVYETFHLSDLPSY
TTHGTVHVVVNNQIGFTTDPRMARS
SPYPTDVARVVNAPIFHVNSDDPEA
VMYVCKVAAEWRNTFHKDVVVDLV
CYRRNGHNEMDEPMFTQPLMYKQI
RKQKPVLQKYAELLVSQGVVNQPEY
EEEISKYDKICEEAFTRSKDEKILHIK
HWLDSPWPGFFTLDGQPRSMTCPS
TGLEEDVLFHIGKVASSVPVENFTIH
GGLSRILKTRRELVTNRTVDWALAE
YMAFGSLLKEGIHVRLSGQDVERGT
FSHRHHVLHDQNVDKRTCIPMNHL
WPNQAPYTVCNSSLSEYGVLGFELG
FAMASPNALVLWEAQFGDFNNMA
QCIIDQFICPGQAKWVRQNGIVLLLP
HGMEGMGPEHSSARPERFLQMCN
DDPDVLPDLQEENFDINQLYDCNWI
VVNCSTPGNFFHVLRRQILLPFRKPL
IVFTPKSLLRHPEARTSFDEMLPGTH
FQRVIPENGPAAQDPHKVKRLLFCT
GKVYYDLTRERKARNMEEEVAITRIE
QLSPFPFDLLLKEAQKYPNAELAWC
QEEHKNQGYYDYVKPRLRTTIDRAK
PVWYAGRDPAAAPATGNKKTHLTEL
QRFLDTAFDLDAFKKFS

True False False 4.075 5.0 False False False False


