UniprotKB Entry name |organism [full name |oglcnacscore o.glcnac p'h osphorylation PMIDS [sequence intracellular [extracellular|cytosol |nucleus mitochndrion en(!oplasmlc golgi [plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
Q60696 PMEL_MOUSE Mus Melanocyte [29.561793 NaN NaN 40021952 MGVQRRSFLPVLVLSALLAVGALEG |False False False |False False 3.206 2.366 2.746 4.169
musculus [protein SRNQDWLGVPRQLVTKTWNRQLYP
PMEL EWTEVQGSNCWRGGQVSLRVINDG

PTLVGANASFSIALHFPGSQKVLPDG
QVIWANNTIINGSQVWGGQPVYPQE
PDDACVFPDGGPCPSGPKPPKRSFV
[YVWWKTWGKYWQVLGGPVSRLSIATG
HAKLGTHTMEVTVYHRRGSQSYVPL
IAHASSTFTITDQVPFSVSVSQLQALD
GETKHFLRNHPLIFALQLHDPSGYL
IAEADLSYTWDFGDGTGTLISRALDV
THTYLESGSVTAQVVLQAAIPLVSCG
SSPVPGTTDGYMPTAEAPGTTSRQG
TTTKVVGTTPGQMPTTQPSGTTVVQ
MPTTEVTATTSEQMLTSAVIDTTLAE
IVSTTEGTGTTPTRPSGTTVAQATTTE
GPDASPLLPTQSSTGSISPLLDDTDTI
MLVKRQVPLDCVLYRYGSFSLALDIV
QGIESAEILQAVPFSEGDAFELTVSC
QGGLPKEACMDISSPGCQPPAQRLC
QSVPPSPDCQLVLHQVLKGGSGTYC
LNVSLADANSLAVASTQLVVPGQDG
GLGQAPLLVGILLVLVAVVLASLIHR
HRLKKQGSVSQMPHGSTHWLRLPP
IVFRARGLGENSPLLSGQQV




