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Entry name |organism full name |oglcnacscore

oglcnac

endoplasmic |golgi

s ;phosphorylation sites [PMIDS |sequence intracellular extracellular [cytosol [nucleus mitochndrion . plasma extl:acellular
ID sites reticulum apparatus membrane region
Q60722 ITF2_ MOUSE [Mus Transcription [36.83566 T12 S66;587;592;S371;S514 (40885482 | MHHQQRMAALGTDKELSDLLDFSA |True False 2.099 |5.0 2.269 2.283 1.493 2.273 2.366

musculus

factor 4

MFSPPVSSGKNGPTSLASGHFTGSN
VEDRSSSGSWGTGGHPSPSRNYGD
GTPYDHMTSRDLGSHDNLSPPFVN
SRIQSKTERGSYSSYGRENVQGCHQ
QSLLGGDMDMGNPGTLSPTKPGSQ
YYQYSSNNARRRPLHSSAMEVQTKK
'VRKVPPGLPSSVYAPSASTADYNRDS
PGYPSSKPAASTFPSSFFMQDGHHS
SDPWSSSSGMNQPGYGGMLGNSS
HIPQSSSYCSLHPHERLSYPSHSSAD
INSSLPPMSTFHRSGTNHYSTSSCTP
PANGTDSIMANRGTGAAGSSQTGDA
LGKALASIYSPDHTNNSFSSNPSTPV
GSPPSLSAGTAVWSRNGGQASSSPN
YEGPLHSLQSRIEDRLERLDDAIHVL
RNHAVGPSTAVPGGHGDMHGIMGP
SHNGAMGSLGSGYGTSLLSANRHS
LMVGAHREDGVALRGSHSLLPNQV
PVPQLPVQSATSPDLNPPQDPYRGM
PPGLQGQSVSSGSSEIKSDDEGDEN
LQDTKSSEDKKLDDDKKDIKSITRSR
SSNNDDEDLTPEQKAEREKERRMA
NNARERLRVRDINEAFKELGRMVQL
HLKSDKPQTKLLILHQAVAVILSLEQ
QVRERNLNPKAACLKRREEEKVSSE
PPPLSLAGPHPGMGDAANHMGQM




