RYHNRDTWFQLQHVDADSEVQGKV
HLELRLSEVITDTGVVCHKLAARIFE
CQGLPIVNGQCDPYATVTLAGPFRSE
IAKKTKVKKKTNNPQFDEVFYFEVTR
PCSYSKKSHFDFEEEDVDKLEIRVDL
WNASNLKFGDEFLGELRLPLKILRH
SSSYEAWYFLQPRDNGNKSLKPDDL
GSLRLNVVYTEDHVFSSEYYSPLRDL
LLKSADVEPVSASAAHILGEVCRDKQ
EAAIPLVRLLLHYGRVVPFISAIASAE
IVKRTQDPNTIFRGNSLTSKCIDETM
KLAGMHYLHVTLKPTIEEICQSHKSC
EIDPVKLKDGENLENNMESLRQYVD
RIFTVITKSGVSCPTVMCDIFFSLREA
IAAKRFQDDLDVRYTAVSSFIFLRFFA
PAILSPNLFQLTPHHTDPQTSRTLTLI
SKTIQTLGSLSKSKSASFKESYMATF
YEFFNEQKYADAVKNFLDLISSSGR
RDPKSIEQPILLKEGFMIKRAQGRKR
FGMKNFKKRWFRLTNHEFTYQKSK
GDQPLCNIPIENILAVERLEEESFRM
KNMFQVIQPERALYIQANNCVEAKD
WIDILTKVSQCNQKRLTVFHPSAYL
NGHWLCCRASSDTAAGCTPCTGGL
PANIQLDIDGDRETERIYSLFNLYMG
KLEKMQEACGSKSVYDGPEQEEYST
FVIDDPQETYKTLKQVIAGVGTLEQE
HAQYRRDKFKKTRYGSQEHPIGDKS

FQNYIRQQSEISTHSI

}J];I iprotkB Entry name organism full oglcnacscore qglcnac phosphorylation sites [PMIDS [sequence intracellular extracellular |cytosol nucleus mitochndrion en(.loplasmlc golgi plasma extl:acellular
name sites reticulum apparatus membrane [region
Q60790 RASA3 MOUSE Mus Ras 25.810548 NaN T66;S77;T110;S809;S833 (29187734 MAVEEEGLRVFQSVRIKIGEAKNLPS |None None None |None None None None None None
musculus |GTPase- YPGPNKMRDCYCTVNLDQEEVFRT
activating KIVEKSLCPFYGEDFYCEIPRSFRHL
protein 3 SFYIFDRDVFRRDSIIGKVAIQKEDLQ




