}Jl;l iprotkB Entry name organism (full name |oglcnacscore o.glcnac phosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma eth:ace
sites reticulum |apparatus|membrane [region
Q60825 NPT2A_MOUSE [Mus Sodium- |33.304163 NaN S14;S34;T506;5605;T621;S623 (29187734;22645316 MMSYSERLGGPAVSPLPVRGRHMV [None None None [None [None None None None None
musculus |dependent HGATFAYVPSPQVLHRIPGTSTYAISS
phosphate LSPVTLTEHSCPCGEVLECHDPLPTK
transport LAQEEEQKPEPRLSQKLAQVGTKLL
protein 2A KVPLMLAFLYLFVCSLDVLSSAFQLA

GGKVAGDIFKDNAILSNPVAGLVVGI
LVTVLVQSSSTSTSIIVSMVSSGLLEV
SSAIPIIMGSNIGTSVTINTIVALMQAG
DRTDFRRAFAGATVHDCFNWLSVL
VLLPLEAATGYLHHVTGLVVASFNIR
GGRDAPDLLKVITEPFTRLIIQLDKSV
ITSIAVGDESLRNHSLIRIWCHPDTT
EASTSMSRVEAIGSLANTTMEKCNH
IFVDTGLPDLAVGLILLAGSLVVLCTC
LILLVKMLNSLLKGQVMSSRRSSTQ
TDFPAPFTWVTGYFAMVVGASMTFV
IVQSSSVFTSAITPLIGLGVISIERAYPL
TLGSNIGTTTTAILAALASPREKLSSS
FQIALCHFFFNISGILLWYPLPCTRLP
IRMAKALGKRTAKYRWFAVLYLLVC
FLLLPSLVFGISMAGWQAMVGVGTP
FGALLAFVVLVNVLQSRSPGHLPKW
LQTWDFLPRWMHSLQPLDGLITRAT
LCYARPEPRSPQLPPRVFLEELPPAT
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