UniprotKB Entry name |organism [full name oglcnacscore oglcnac phosphorylation sites PMIDS |[sequence intracellular [extracellular [cytosol [nucleus |mitochndrion |, . | golgi plasma extrac

D sites reticulum |apparatus membrane [region

Q60855 RIPK1_MOUSE Mus Receptor- 25.385059 NaN S6;5S25;S161;S166;T169;S304;S313; (28528544 MQPDMSLDNIKMASSDLLEKTDLD [None None None |None None None None None None
musculus [interacting S321;S332;S334;T383 SGGFGKVSLCYHRSHGFVILKKVYT

serine/threonine-
protein kinase 1

GPNRAEYNEVLLEEGKMMHRLRHS
RVVKLLGIIIEEGNYSLVMEYMEKGN
LMHVLKTQIDVPLSLKGRIIVEAIEG
MCYLHDKGVIHKDLKPENILVDRDF
HIKIADLGVASFKTWSKLTKEKDNK
QKEVSSTTKKNNGGTLYYMAPEHL
NDINAKPTEKSDVYSFGIVLWAIFAK
KEPYENVICTEQFVICIKSGNRPNVE
EILEYCPREIISLMERCWQAIPEDRP
TFLGIEEEFRPFYLSHFEEYVEEDVA
SLKKEYPDQSPVLQRMFSLQHDCVP
LPPSRSNSEQPGSLHSSQGLQMGPV
EESWFSSSPEYPQDENDRSVQAKLQ
EEASYHAFGIFAEKQTKPQPRQNEA
YNREEERKRRVSHDPFAQQRARENI
KSAGARGHSDPSTTSRGIAVQQLSW
PATQTVWNNGLYNQHGFGTTGTGV
WYPPNLSQMYSTYKTPVPETNIPGST
PTMPYFSGPVADDLIKYTIFNSSGIQI
GNHNYMDVGLNSQPPNNTCKEEST
SRHQAIFDNTTSLTDEHLNPIRENL
GRQWKNCARKLGFTESQIDEIDHDY
ERDGLKEKVYQMLQKWLMREGTKG
IATVGKLAQALHQCCRIDLLNHLIRAS
QS




