
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q60943 I17RA_MOUSE Mus
musculus

Interleukin-
17	receptor
A

25.685855 NaN S736 39627609 MAIRRCWPRVVPGPALGWLLLLLNV
LAPGRASPRLLDFPAPVCAQEGLSC
RVKNSTCLDDSWIHPKNLTPSSPKN
IYINLSVSSTQHGELVPVLHVEWTLQ
TDASILYLEGAELSVLQLNTNERLCV
KFQFLSMLQHHRKRWRFSFSHFVV
DPGQEYEVTVHHLPKPIPDGDPNHK
SKIIFVPDCEDSKMKMTTSCVSSGSL
WDPNITVETLDTQHLRVDFTLWNES
TPYQVLLESFSDSENHSCFDVVKQIF
APRQEEFHQRANVTFTLSKFHWCC
HHHVQVQPFFSSCLNDCLRHAVTV
PCPVISNTTVPKPVADYIPLWVYGLIT
LIAILLVGSVIVLIICMTWRLSGADQE
KHGDDSKINGILPVADLTPPPLRPRK
VWIVYSADHPLYVEVVLKFAQFLITA
CGTEVALDLLEEQVISEVGVMTWVS
RQKQEMVESNSKIIILCSRGTQAKW
KAILGWAEPAVQLRCDHWKPAGDLF
TAAMNMILPDFKRPACFGTYVVCYF
SGICSERDVPDLFNITSRYPLMDRFE
EVYFRIQDLEMFEPGRMHHVRELTG
DNYLQSPSGRQLKEAVLRFQEWQT
QCPDWFERENLCLADGQDLPSLDE
EVFEDPLLPPGGGIVKQQPLVRELPS
DGCLVVDVCVSEEESRMAKLDPQL
WPQRELVAHTLQSMVLPAEQVPAA
HVVEPLHLPDGSGAAAQLPMTEDSE
ACPLLGVQRNSILCLPVDSDDLPLCS
TPMMSPDHLQGDAREQLESLMLSV
LQQSLSGQPLESWPRPEVVLEGCTP
SEEEQRQSVQSDQGYISRSSPQPPE
WLTEEEELELGEPVESLSPEELRSLR
KLQRQLFFWELEKNPGWNSLEPRR
PTPEEQNPS

False True 2.35 2.804 2.093 1.787 1.043 5.0 3.377


