UniprotkB p, v name  |organism [full name oglcnacscore oglcnac|phosphorylation by, g sequence intracellular |extracellular [cytosol [nucleus mitochndrion | . golgi plasma lextracellula
ID sites  |sites reticulum  |apparatus membrane region
Q60967 PAPS1 _MOUSE Mus Bifunctional 3'- 29.384333 NaN NaN 25153642;28135057 MEIPGSLCKKVKLSNNAQNWGMQR [True False 4.544 |2.339 1.608 1.238 1.526 1.298 1.342

musculus

phosphoadenosine
5'-phosphosulfate
synthase 1

IATNVTYQAHHVSRNKRGQVVGTRG
GFRGCTVWLTGLSGAGKTTVSMALE
EYLVCHGIPCYTLDGDNIRQGLNKN
LGFSPEDREENVRRIAEVAKLFADA
GLVCITSFISPYTQDRNNARQIHEGA
SLPFFEVFVDAPLHVCEQRDVKGLY
KKARAGEIKGFTGIDSEYEKPEAPEL
IVLKTDSCDVNDCVQQVVELLQERDI
IVPVDASYEVKELYVPENKLHLAKTD
IAEALPALKINKVDMQWVQVLAEGW
IATPLNGFMREREYLQCLHFDCLLDG
GVINLSVPIVLTATHEDKERLDGCTA
FALVYEGRRVAILRNPEFFEHRKEER
CARQWGTTCKNHPYIKMVLEQGDW
LIGGDLQVLDRIYWNDGLDQYRLTP
TELKQKFKDMNADAVFAFQLRNPV
HNGHALLMQDTHKQLLERGYRRPV
LLLHPLGGWTKDDDVPLMWRMKQ
HAAVLEEGILDPETTVVAIFPSPMMY
IAGPTEVQWHCRARMVAGANFYIVG
RDPAGMPHPETGKDLYEPTHGAKVL
TMAPGLITLEIVPFRVAAYNKKKKRM
DYYDSEHHEDFEFISGTRMRKLARE
GQKPPEGFMAPKAWTVLVEYYKSLE
KA




