UniprotKB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular |cytosol [nucleus mitochndrion en(!oplasmlc golgi plasma exn:acellular
ID name sites sites reticulum apparatus membrane region
Q60973 RBBP7_MOUSE Mus Histone- [47.180549 NaN S3;T10;S95;S354 [40997131;21540332  MASKEMFEDTVEERVINEEYKIWKK (True False 3.534 |[5.0 1.394 0.85 0.501 1.09 1.185
musculus |binding NTPFLYDLVMTHALQWPSLTVQWL
protein PEVTKPEGKDYALHWLVLGTHTSDE
RBBP7 QNHLVVARVHIPNDDAQFDASHCD

SDKGEFGGFGSVTGKIECEIKINHEG
EVNRARYMPQNPHIIATKTPSSDVLV
FDYTKHPAKPDPSGECNPDLRLRGH
QKEGYGLSWNSNLSGHLLSASDDH
TVCLWDINAGPKEGKIVDAKAIFTGH
SAVVEDVAWHLLHESLFGSVADDQ
KLMIWDTRSNTTSKPSHLVDAHTAE
IVNCLSFNPYSEFILATGSADKTVALW
DLRNLKLKLHTFESHKDEIFQVHWS
PHNETILASSGTDRRLNVWDLSKIG
EEQSAEDAEDGPPELLFIHGGHTAKI
SDFSWNPNEPWVICSVSEDNIMQI
IWQMAENIYNDEESDVTASELEGQG
S




