UniprotKB . full oglcnac . . . . . lendoplasmic [golgi iplasm
D Entry name |organism name oglcnacscore sites phosphorylation sites PMIDS sequence intracellular [extracellular cytosol nucleus mitochndrion reticulum |apparatus memb
Q60980 KLF3_MOUSE [Mus Krueppel-[40.578848 S18 S71;591;5100;S107;S110;S215;S22 [40997131;34678516;36852467 MLMFDPVPVKQEAMDPVSVSFPSN (True False 1.444 14.281 [1.746 1.068 0.748 1.382
musculus [like 3;5249 YIESMKPNKYGVIYSTPLPDKFFQTP
factor 3 EGLTHGIQVEPVDLTVNKRGSPPAA

GGSPSSLKFPSHRRASPGLSMPSSS
PPIKKYSPPSPGVQPFGVPLSMPPVM
IAAALSRHGIRSPGILPVIQPVVVQPVP
FMYTSHLQQPLMVSLSEEMDNSNS
GMPVPVIESYEKPLLQKKIKIEPGIEP
QRTDYYPEEMSPPLMNPVSPPQALL
QENHPSVIVQPGKRPLPVESPDTQR
KRRIHRCDYDGCNKVYTKSSHLKAH
RRTHTGEKPYKCTWEGCTWKFARS
DELTRHFRKHTGIKPFQCPDCDRSF
SRSDHLALHRKRHMLV




