UniprotKB Entry name organism (full name |oglcnacscore o_glcnac phosp ylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enqoplasmlc golgi

ID sites reticulum |apparatt

Q61026 NCOA2_MOUSE Mus Nuclear [51.768803 T964 S29;5487;5493;5499;S554;5565;S6 |22517741;22645316;40885482;368 |MSGMGENTSDPSRAETRKRKECPD (True False 2.792 [5.0 1.932 1.491 0.975
musculus [receptor 82;S699;S736;S771 52467;40997131 QLGPSPKRSTEKRNREQENKYIEEL

coactivator
2

AELIFANFNDIDNFNFKPDKCAILKE
TVKQIRQIKEQEKAAAANIDEVQKSD
'VSSTGQGVIDKDALGPMMLEALDGF
FFVVNLEGSVVFVSENVTQYLRYNQ
EELMNKSVYSILHVGDHTEFVKNLL
PKSMVNGGSWSGEPPRRSSHTFNC
RMLVKPLPDSEEEGHDSQEAHQKY
EAMQCFAVSQPKSIKEEGEDLQSCLI
CVARRVPMKERPTLPSSESFTTRQD
LQGKITSLDTSTMRAAMKPGWEDLV
RRCIQKFHTQHEGESLSYAKRHHHE
'VLRQGLAFSQIYRFSLSDGTLVAAQT
KSKLIRSQTTNEPQLVISLHMLHRE
QNVCVMNPDLTGQAMGKPLNPISS
SSPAHQALCSGNPGQDMTLGSNINF
PMNGPKEQMGMPMGRFGGSGGM
NHVSGMQATTPQGSNYALKMNSPS
QSSPGMNPGQASSVLSPRQRMSPG
VAGSPRIPPSQFSPAGSLHSPVGVCS
STGNSHSYTNSSLNALQALSEGHGV
SLGSSLASPDLKMGNLQNSPVNMN
PPPLSKMGSLDSKDCFGLYGEPSEG
TTGQAEASCHPEEQKGPNDSSMPQ
AASGDRAEGHSRLHDSKGQTKLLQL
LTTKSDQMEPSPLPSSLSDTNKDST
GSLPGPGSTHGTSLKEKHKILHRLL
QDSSSPVDLAKLTAEATGKELSQESS
STAPGSEVTVKQEPASPKKKENALL
RYLLDKDDTKDIGLPEITPKLERLDS
KTDPASNTKLIAMKTVKEEVSFEPSD
QPGSELDNLEEILDDLQNSQLPQLF
PDTRPGAPTGSVDKQAIINDLMQLTA
DSSPVPPAGAQKAALRMSQSTFNNP
RPGQLGRLLPNQNLPLDITLQSPTGA
GPFPPIRNSSPYSVIPQPGMMGNQG
MLGSQGNLGNNSTGMIGSSTSRPS
MPSGEWAPQSPAVRVTCAATTGAM
NRPVQGGMIRNPTASIPMRANSQPG
QRQMLQSQVMNIGPSELEMNMGG
PQYNQQQAPPNQTAPWPESILPIDQ
ASFASQNRQPFGSSPDDLLCPHPAA
ESPSDEGALLDQLYLALRNFDGLEEI
DRALGIPELVSQSQAVDAEQFSSQES
SIMLEQKPPVFPQQYASQAQMAQGG
'YNPMQDPNFHTMGQRPNYTTLRM
QPRPGLRPTGIVQNQPNQLRLQLQH
RLQAQQNRQPLMNQISSVSNVNLTL
RPGVPTQAPINAQMLAQRQREILNQ
HLRQRQMQQQVQQRTLMMRGQGL
NVTPSMVAPAGLPAAMSNPRIPQAN
AQQFPFPPNYGISQQPDPGFTGATTP
QSPLMSPRMAHTQSPMMQQSQAN
PAYQPTSDMNGWAQGSMGGNSMF
SQQSPPHFGQQANTSMYSNNMNIS
'VSMATNTGGLSSMNQMTGQMSMT
SVTSVPTSGLPSMGPEQVNDPALRG
GNLFPNQLPGMDMIKQEGDASRKY
C




