UniprotKB Entry name |organism full name |oglcnacscore O.glcnac ‘p.h osphorylation PMIDS |sequence intracellular |extracellular [cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q61069 USF1_MOUSE [Mus Upstream (38.223321 NaN NaN 40997131 MKGQQKTAETEEGTVQIQEGAVATG [True False 1.762 [5.0 1.745 1.565 2.527 1.696 1.79
musculus |stimulatory EDPTSVAIASIQSAATFPDPNVKYVF
factor 1

RTENGGQVMYRVIQVSEGQLDGQT
EGSGAISGYPATQSMTQAVIQGAFTS
DDAVDTEGAAAETHYTYFPSTAVGD
GSGGTTSGSTTAVVTTQGSEALLGQ
ATPPSTGQFFVMMSPQEVLQGGSQ
RSIAPRTHPYSPKSEAPRTTRDEKRR
AQHNEVERRRRDKINNWIVQLSKIIP
DCSMESTKSGQSKGGILSKACDYIQ
ELRQSNHRLSEELQGLDQLQLDND
VLRQQVEDLKNKNLLLRAQLRHHG
LEVVIKNDSN




