}Il;l iprotkB Entry name organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular [extracellular cytosol [nucleus mitochndrion ent?oplasmlc golgi plasma extl_"acellular
sites sites reticulum |apparatus membrane region
Q61102 IABCB7_MOUSE |Mus Iron-sulfur 24.474581 NaN S336;T340;T342 |33300544 MALLATHSWRWAAAAVAFEKHKHS (True False 2.051 [1.718 4.674 1.707 0.905 2.785 1.398
musculus |clusters AVLTRALVSMCGSGPRWSSSQRGAS
transporter GSARLSQTTESLRNTTQQRWGKDN
ABCB?7, SRQLLDATKALQTWPLIEKRTCWHG
mitochondrial HAGGGLHTDPKEGLKDVDTRKIIKA

MLSYVWPEDRPDLRARVAISLGFLG
GAKAMNIVVPFMFKYAVDSLNQMS
GNMLNLSDAPNTVATMATAVLIGYG
'VSRAGAAFFNEVRNAVFGKVAQNSI
RRIAKNVFLHLHNLDLGFHLSRQTG
ALSKAIDRGTRGISFVLSALVFNLLPI
VFEMMLVSSVLYYKCGAQFALVTLG
TLGAYTAFTVAVTRWRTRFRIEMNK
ADNDAGNAAIDSLLNYETVKYFNNE
KYEAQRYDGFLKTYETASLKSTSTLA
MLNFGQNAIFSVGLTAIMVLASQGI
VAGALTVGDLVMVNGLLFQLSLPLN
FLGTVYRETRQALIDMNTLFTLLKVD
TRIKDKVMAPPLQITPQTATVAFDNV
HFEYIEGQKVLNGVSFEVPAGKKVAI
'VGGSGSGKSTIVRLLFRFYEPQKGSI
YLAGQNLQDVSLESLRRAVGVVPQD
AVLFHNTIYYNLLYGNINASPEEVYA
VAKLAGLHDAILRMPHGYDTQVGER
GLKLSGGEKQRVAIARAILKNPPVILY
DEATSSLDSITEETILGAMRDVVKHR
TSIFIAHRLSTVVDADEIIVLSQGKVA
ERGTHYGLLANSSSIYSEMWHTQSN
RVQNQDSLGWDAKKESLSKEEERK

KLQEEIVNSVKGCGNCSC




