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Q61147 CERU_MOUSE Mus
musculus

Ceruloplasmin 25.685855 NaN NaN 39627609 MKFLLLSTFIFLYSSLALARDKHYFI
GITEAVWDYASGTEEKKLISVDTEQS
NFYLQNGPDRIGRKYKKALYFEYTD
GTFSKTIDKPAWLGFLGPVIKAEVED
KVYVHLKNLASRIYTFHAHGVTYTKE
YEGAVYPDNTTDFQRADDKVLPGQQ
YVYVLHANEPSPGEGDSNCVTRIYH
SHVDAPKDIASGLIGPLILCKKGSLYK
EKEKNIDQEFVLMFSVVDENLSWYL
EDNIKTFCSEPEKVDKDNEDFQESN
RMYSINGYTFGSLPGLSMCAADRVK
WYLFGMGNEVDVHSAFFHGQALTS
RNYQTDIINLFPATLIDAYMVAQNPG
VWMLSCQNLNHLKAGLQAFFQVRD
CNKPSPEDNIQDRHVRHYYIAAEEVI
WNYAPSGTDIFTGENLTALESDSRV
FFEQGATRIGGSYKKMAYREYTDGS
FTNRKQRGPDEEHLGILGPVIWAEV
GDTIKVTFHNKGQHPLSIQPMGVSF
TAENEGTYYGPPGRSSQQAASHVAP
KETFTYEWTVPKEMGPTYADPVCLS
KMYYSGVDPTKDIFTGLIGPMKICKK
GSLLADGRQKDVDKEFYLFPTVFDE
NESLLLDDNIRMFTTAPDQVDKEDE
DFQESNKMHSMNGFMYGNQPGLN
MCLGESIVWYLFSAGNEADVHGIYF
SGNTYLSKGERRDTANLFPHKSLTL
LMNPDTKGTFDVECLTTDHYTGGM
KQKYTVNQCQRQFEDFTVYLGERTY
YVAAVEVEWDYSPSRAWEKELHHL
QEQNVSNVFLDKEEFFIGSKYKKVV
YRQFTDSSFREQVKRRAEDEHLGIL
GPPIHANVGDKVKVVFKNMATRPYS
IHAHGVKTESSTVVPTLPGEVRTYTW
QIPERSGAGREDSACIPWAYYSTVDR
VKDLYSGLIGPLIVCRKSYVKVFSPKK
KMEFFLLFLVFDENESWYLDDNIKT
YSEHPEKVNKDNEEFLESNKMHAI
NGKMFGNLQGLTMHVKDEVNWYV
MGMGNEIDLHTVHFHGHSFQYKHR
GVYSSDVFDLFPGTYQTLEMFPQTP
GTWLLHCHVTDHVHAGMATTYTVL
PVEQETKSG

False True 2.592 2.27 2.579 2.106 2.454 3.466 5.0


