UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion en(‘loplasmlc golgi plasma extl"acellular
ID name sites sites reticulum apparatus membrane region
Q61161 M4K2 MOUSE Mus Mitogen- |25.810548 NaN S328;S394 29187734 MALLRDVSLQDPRDRFELLQRVGAG |False False 3.29 2.627 1.125 0.994 3.584 3.572 1.438
musculus |activated TYGDVYKARDTVTSELAAVKIVKLDP

protein GDDISSLQQEITILRECRHPNVVAYI

kinase GSYLRNDRLWICMEFCGGGSLQEIY

kinase HATGPLEERQIAYVCREALKGLHHL

kinase HSQGKIHRDIKGANLLLTLQGDVKL

kinase 2 ADFGVSGELTASVAKRRSFIGTPYW

MAPEVAAVERKGGYNELCDVWALGI
TAIELGELQPPLFHLHPMRALMLMS
KSSFQPPKLRDKTRWTQNFHHFLKL
ALTKNPKKRPTAERLLQHPFTTQHL
PPALLTQLLDKASDPHLGTLSPEDSE
LETHDMFPDTIHSRSHHGPAERTPS
EIQFHQVKFGAPRRKETDPLNEPWE
EEWTLLGKEELSGSLLQSVQEALEE
RSLTIRPALELQELDSPDDAIGTIKRA
PFLGLPHTESTSGDNAQSCSPGTLS
APPAGPGSPALLPTAWATLKQQEDR
ERSSCHGLPPTPKVHMGACFSKVFN
GCPLQIHAAVTWVHPVTRDQFLVVG
AEEGIYTLNLHELHEDTMEKLISQR
CSWLYCVNNVLLSLSGKSTHIWAHD
LPGLFEQRRLQHQAPLSIPTNRITQR
ITPRRFALSTKIPDTKGCLQCRVVRNP
YTGSTFLLAALPASLLLLQWYEPLQK
FLLLKNFSSPLPSPAGMLEPLVLDGK
ELPQVCVGAEGPEGPGCRVLFHVLP
LEAGLTPDILIPPEGIPGSAQQVIQVD
RDTVLVSFERCVRIVNLQGEPTAALA
PELTFDFTIETVVCLQDSVLAFWSHG
MQGRSLDTNEVTQEITDETRIFRVL
GAHRDIILESIPTDNPGAHSNLYILTG
HQSSY




