}Jl;l iprotKB Entry name |organism full name |oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enc!oplasmlc golgi plasma ext
sites sites reticulum |apparatus membrane re¢
Q61187 TS101_MOUSE [Mus Tumor 44.198914 NaN T221 40684658;28528544;28135057;291 [MAVSESQLKKMMSKYKYRDLTVRQ (True True 4.333 |4.669  |2.399 2.586 2.332 3.803 5.0
musculus |susceptibility 87734;40997131 TVNVIAMYKDLKPVLDSYVFENDGSS
gene 101 RELVNLTGTIPVRYRGNIYNIPICLWL
protein LDTYPYNPPICFVKPTSSMTIKTGKH

'VDANGKIYLPYLHDWKHPRSELLELI
QIMIVIFGEEPPVFSRPTVSASYPPYT
ATGPPNTSYMPGMPSGISAYPSGYPP
NPSGYPGCPYPPAGPYPATTSSQYPS
QPPVTTVGPSRDGTISEDTIRASLISA
VSDKLRWRMKEEMDGAQAELNALK
RTEEDLKKGHQKLEEMVTRLDQEV
AEVDKNIELLKKKDEELSSALEKME
NQSENNDIDEVIIPTAPLYKQILNLYA
EENAIEDTIFYLGEALRRGVIDLDVFL
KHVRLLSRKQFQLRALMQKARKTAG
LSDLY




