UniprotKB Entry name organism [full name (oglcnacscore o.glcnac phosphorylation sites PMIDS |[sequence intracellular |extracellular |cytosol nucleus mitochndrion en(_ioplasmlc golgi \plasnia extr_acellula

ID sites reticulum pparatus ane [region

Q61235 SNTB2_MOUSE Mus Beta-2- 25.385059 NaN S75;590;S109;5191;5202;S213;S37 |28528544 MAVWTRATKAGLVELLLRERWVRV |False False 2.047 (3.361 [0.968 0.848 2.436 3.761 1.018
musculus |syntrophin 3;S375 [VAELSGESLSLTGDAAAVEPEPPAAA

FNGLPNGGGGESLPGSPNRGLGPPS
PPAPPRGPAGEASASPPVRRVRVVK
QEAGGLGISIKGGRENRMPILISKIFP
GLAADQSRALRLGDAILSVNGTDLR
QATHDQAVQALKRAGKEVLLEVKFI
REVTPYIKKPSLVSDLPWEGASPQSP
SFSGSEDSGSPKHQNTTKDRKVIPL
KMCFAARNLSMPDLENRLIELHSPD
SRNTLILRCKDTATAHSWFVAIHTNI
MALLPQVLAELNAMLGATSTAGGSK
EVKHIAWLAEQAKLDGGRQQWRPV
LMAVTEKDLLLYDCMPWTRDAWAS
PCHSYPLVATRLVHSGSGCRSPSLG
SDLTFATRTGSRQGIEMHLFRVETH
RDLSTWTRILVQGCHAAAELIKEVSL
GCTLSGQEVRFTVHYEHGFTITRDN
GGASSILYRYPFERLKMSADDGIRNL
[YLDFGGPEGELTMDLHSCPKPIVFV
LHTFLSAKVTRMGLLV




