endoplasmic |golgi (plasma extracellular

UniprotKB Entry name |organism (full name |oglcnacscore o_glcnac ‘p.h osphorylation PMIDS |sequence intracellular [extracellular [cytosol nucleus mitochndrion . .
ID sites sites reticulum apparatus membrane region
Q61247 IA2AP_MOUSE Mus Alpha-2- 25.685855 NaN NaN 39627609 MALLRGLLVLSLSCLQGPCFTFSPVS |False True 1.898 [1.723 1.639 1.293 0.893 2.215 5.0

musculus |antiplasmin AVDLPGQQPVSEQAQQKLPLPALFK
LDNQDFGDHATLKRSPGHCKSVPTA
EETRRLAQAMMAFTTDLFSLVAQTS
TSSNLVLSPLSVALALSHLALGAQN
QTLHSLHRVLHMNTGSCLPHLLSH
FYQNLGPGTIRLAARIYLQKGFPIKD
DFLEQSERLFGAKPVKLTGKQEEDL
ANINQWVKEATEGKIEDFLSELPDS
TVLLLLNAIHFHGFWRTKFDPSLTQ
KDFFHLDERFTVSVDMMHAVSYPL
RWFLLEQPEIQVAHFPFKNNMSFVV
VMPTYFEWNVSEVLANLTWDTLYH
PSLQERPTKVWLPKLHLQQQLDLVA
TLSQLGLQELFQGPDLRGISEQNLV
IVSSVQHQSTMELSEAGVEAAAATSV
AMNRMSLSSFTVNRPFLFFIMEDTI
GVPLFVGSVRNPNPSALPQLQEQRD
SPDNRLIGQNDKADFHGGKTFGPDL
KLAPRMEEDYPQFSSPK




