
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

plasma
membrane

0

Q61316 HSP74_MOUSE Mus
musculus

Heat
shock
70	kDa
protein
4

30.154605 NaN S76;T89;T336;S393;S415;T540;S54
8;T661;S757

36288343;39627609;39927985 MSVVGIDLGFQSCYVAVARAGGIETI
ANEYSDRCTPACVSFGPKNRSIGAA
AKSQVISNAKNTVQGFKRFHGRAFS
DPFVEAEKSNLAYDIVQLPTGLTGIK
VTYMEEERNFTTEQVTAMLLSKLKE
TAESVLKKPVVDCVVSVPSFYTDAER
RSVMDATQIAGLNCLRLMNETTAVA
LAYGIYKQDLPALEEKPRNVVFVDM
GHSAYQVSVCAFNKGKLKVLATAFD
TTLGGRKFDEVLVNHFCEEFGKKYK
LDIKSKIRALLRLSQECEKLKKLMSA
NASDLPLSIECFMNDIDVSGTMNRG
KFLEMCDDLLARVEPPLRSVLEQSK
LKKEDIYAVEIVGGATRIPAVKEKISK
FFGKELSTTLNADEAVTRGCALQCAI
LSPAFKVREFSITDVVPYPISLRWNS
PAEEGLSDCEVFPKNHAAPFSKVLT
FYRKEPFTLEAYYSSPQDLPYPDPAIA
QFSVQKVTPQSDGSSSKVKVKVRVN
VHGIFSVSSAALVEVHKSEESEEPM
ETDQNAKEEEKMQVDQEEPHTEEQ
QQQPQTPAENKAESEEMETSQAGS
KDKKTDQPPQAKKAKVKTSTVDLPIE
HTLWQLDREMLALYTENEGKMIMQ
DKLEKERNDAKNAVEEYVYEMRDK
LSGEYEKFVSEDDRNTFTLKLEDTE
NWLYEDGEDQPKQVYVDKLAELKSL
GQPIKTRFQESEERPKLFEELGKQIQ
QYMKVISSFKNKEDQYEHLDAADVT
KVEKSTNEAMEWMNSKLNLQNKQ
SLTVDPVVKTKEIEAKIKELTSICSPII
SKPKPKVEPPKEEPKHAEQNGPVDG
QGDNPGSQAAEHGADTAVPSDGDK
KLPEMDID

False False 3.598 1.312 2.0 False False False


