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UniprotKB Entry name |organism [full name |oglcnacscore oglcnac P OSE rylation PMIDS |sequence intracellular |extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl.racellular
ID sites sites reticulum apparatus membrane region
Q61327 SC6A3_MOUSE Mus Sodium- 24.474581 NaN NaN 33300544 MSKSKCSVGPMSSVVAPAKEPNAVG |False True 1.78 2.064 [2.269 1.734 1.117 4.72 2.375

musculus |dependent PREVELILVKEQNGVQLTNSTLINPP
dopamine QTPVEVQERETWSKKIDFLLSVIGFA
transporter VDLANVWRFPYLCYKNGGGAFLVPY

LLFMVIAGMPLFYMELALGQFNREG
IAAGVWKICPVLKGVGFTVILISFYVG
FFYNVIIAWALHYFFSSFTMDLPWIH
CNNTWNSPNCSDAHSSNSSDGLGL
NDTFGTTPAAEYFERGVLHLHQSRG
IDDLGPPRWQLTACLVLVIVLLYFSL
IWKGVKTSGKVVWITATMPYVVLTAL
LLRGVTLPGAMDGIRAYLSVDFYRLC
EASVWIDAATQVCFSLGVGFGVLIAF
SSYNKFTNNCYRDAIITTSINSLTSFS
SGFVVFSFLGYMAQKHNVPIRDVAT
DGPGLIFITYPEAIATLPLSSAWAAVF
FLMLLTLGIDSAMGGMESVITGLVD
EFQLLHRHRELFTLGIVLATFLLSLF
CVTNGGIYVFTLLDHFAAGTSILFGV
LIEAIGVAWFYGVQQFSDDIKQMTG
QRPNLYWRLCWKLVSPCFLLYVVVV
SIVTFRPPHYGAYIFPDWANALGWII
IATSSMAMVPIYATYKFCSLPGSFREK
LAYAITPEKDRQLVDRGEVRQFTLR
HWLLV




