UniprotKB Entry name organism full oglcnacscore o_glcnac ‘p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion ent.ioplasmlc golgi plasma extl_'acellular
ID name sites sites reticulum apparatus membrane region
Q61335 BAP31_MOUSE Mus B-cell 25.385059 NaN NaN 28528544 MSLQWTTVATFLYAEVFAVLLLCIPF |False True 2.102 [1.805 3.357 4.718 5.0 3.167 2.59
musculus [receptor- ISPKRWQKVFKSRLVELVVTYGNTFF
associated VVLIVILVLLVIDAVREILKYDDVTEK
protein 31 'VNLQNNPGAMEHFHMKLFRAQRN

LYIAGFSLLLSFLLRRLVTLISQQATL
LASNEAFKKQAESASEAAKKYMEEN
DQLKKGAAEDGDKLDIGNTEMKLEE
NKSLKNDLRKLKDELASTKKKLEKA
ENEALAMQKQSEGLTKEYDRLLEEH
AKLQASVRGPSVKKEE




