UniprotKB Entry name |organism full oglcnacscore oglcnac p‘h osphorylation PMIDS |[sequence intracellular |extracellular cytosol nucleus mitochndrion enqoplasmlc golgi [plasma extl:acellular
1D name sites sites reticulum apparatus membrane region
Q61390 TCPW_MOUSE Mus T- 30.403532 NaN NaN 40684658 MAAIKIANPGAEVTRSQAALAVNICA [True False 5.0 1.274 1.207 1.011 False False False
musculus |complex ARGLQDVLRPTLGPKGALKMLVSGA
protein GDIKLTKDGNVLLHEMQIQHPTASII
AKVAAAQDHVTGDGTTSNVLIIGELL
subunit KQADLYISEGLHPRIITEGFDVAKTK
zeta-2 ALEVLDEIKVQKEMKREILLDVARTS

LQTKVHAELADILTEAVVDSVLAIRR
PGVPIDLFMVEIVEMRHKSETDTQLI
RGLVLDHGARHPRMRKQVRDAYILT
CNVSLEYEKTEVSSGFFYKTVEEKEK
LVKAERKFIEDRVQKIIDLKQKVCAE
SNKGFVVINQKGIDPVSLEMLAKHN
IVALRRAKRRNLERLTLACGGLAVNS
FEGLSEECLGHAGLVFEYALGEEKF
TFIEDCVNPLSVTLLVKGPNKHTLIQ
IKDALRDGLRAVKNAIEDGCVVPGA
GAVEVAIAEALVNYKHRVQGRVRLGI
QAFADALLIIPKVLAQNSGYDLQETLI
KIQTKHAESKELLGIDLNTGEPMAA
AEAGIWDNYCVKKHLLHSCTVIATNI
LLVDEIMRAGMSSLRD




