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UniprotKB Entry name |organism full oglcnacscore oglcnac phosphorylation |,y pyg sequence intracellular |extracellular [cytosol nucleus [mitochndrion endoplasmic golgi plasma lextracellular
ID name sites sites reticulum apparatus / membrane region
Q61423 KCNA4 _MOUSE [Mus Potassium [33.64034 NaN S122;S600 33300544;22645316 MEVAMVSAESSGCNSHMPYGYAAQ (False True 1.671 |[2.753 1.587 1.964 1.193 4.785 1.874
musculus [voltage- IARARERERLAHSRAAAAAAVAAATA

gated IAVEGTGGSGGGPHHHHQTRGAYSS

channel HDPQGSRGSRRRRRQRTEKKKLHH

subfamily RQSSFPHCSDLMPSGSEEKILRELS

A EEEEDEEEEEEEEEEGRFYYSEEDH

member 4 GDGCSYTDLLPQDDGGGGGYSSVRY

SDCCERVVINVSGLRFETQMKTLAQ
FPETLLGDPEKRTQYFDPLRNEYFF
DRNRPSFDAILYYYQSGGRLKRPVN
'VPFDIFTEEVKFYQLGEEALLKFRED
EGFVREEEDRALPENEFKKQIWLLF
EYPESSSPARGIAIVSVLVILISIVIFCL
ETLPEFRDDRDLIMALSAGGHSRLL
NDTSAPHLENSGHTIFNDPFFIVETV
CIVWFSFEFVVRCFACPSQALFFKNI
MNIIDIVSILPYFITLGTDLAQQQGGG
NGQQQQAMSFAILRIIRLVRVFRIFK
LSRHSKGLQILGHTLRASMRELGLLI
FFLFIGVILFSSAVYFAEADEPTTHFQ
SIPDAFWWAVVTMTTVGYGDMKPIT
'VGGKIVGSLCAIAGVLTIALPVPVIVS
NFNYFYHRETENEEQTQLTQNAVS
CPYLPSNLLKKFRSSTSSSLGDKSEY
LEMEEGVKESLCGKEEKCQGKGDE
SETDKNNCSNAKAVETDV




